HUccaenoBanme Cpok, 11 MarepuaJ OTnycKHbIE IEHbI

I'emarosioruyeckue uccjae10BaHusAa
I/I30CCPOHOFH‘ICCKHC HCCJICA0BaHUA
Omnpenenenue aHTureHoB cucremsl Kell 1,2 KpoBn 300
Omnpenenenue aHTUPE3yCHBIX aHTHTEI 1,2 KpoBn 300
OmnpeeneHue rpymbl KPOBU U pe3yc-PakTopa 1 Kpoen 380
Omnpenenenue UMMYHHBIX aHTuTen (ABO) 1,2 KpoBs 350
Onpenenenue cinadoro D anturena cucteMsl pesyc (Du) 1,2 Kposb 300
[psmas npoda Kymbca 1,2 Kpoen 270
Rh (C, E, ¢, e) Kell-deHoTnnuposanue (Rh C (E, c, e) Kell-

X 1 Kposs
Phenotyping) 620
OO01IeKJINHUYECKHE HCCIIEI0BAHNS KPOBH
bazoduibHas 3epHUCTOCTH SPUTPOLIUTOB 2 Kposs 140
JletikorurapHas Gopmyna (MUKPOCKOIHS) 2 KpoBb 80
OO6umwii ananu3 kposu + COD (19 moka3zaTeneif, reMaToIOrMYeCKUA
AHAJTIN3ATOD) ! Kpose 220
OO6umwii ananu3 kposu + COD (19 moka3zaTeneif, reMaToIOrMYeCKUA 1 Kposs
aHaIM3aTop) Ul AeTelt (6e300/e3HEHHOE B3THE KPOBU U3 MANbLIa) 250
PetukynonuTs 1,2 KpoBs 100
TpomOGormThI 1,2 KpoBs 100
buoxumunyeckue HCCJICJOBAHUSA
beskn «ocTpoii pa3bl» 1 MapKepbl BOCHIAJTIEHUS
Awnrtuctpenronuzun — O (ACJI-O) 2,3 Kposb 270
Kansuuronun 5 Kposb 800
PeBmartounsii akTop 3 Kposb 250
C-peakTuBHbIH 60K (KOJIUY.) 3 Kposb 200
AHTHOKCHIAHTHBIN cTaTyc (OOmuit antnokcuaanTHeI cratyc) (Total
Antioxidant Status, TAS ) zo 7 Kpose 5000
BuramuHbl
Butamuu B12 (nmankobanamMuH) 3 Kposb 200
Omnpenenenue 25-OH-Buramuna D 7 Kposs 1600




donuesast kuciora (posnaTsl) 3 Kposs 350
AxtuBHbIi BuTamMuH B12 (I"onotpanckobanamuH, Active-B12,
Holotranscobalamin) ao4 Kposs 1400
KoarynornquRne HCCJICA0BaHUA
Antutpom6uH 111 1 KpoBn 400
AYTB 1 KpoBb 200
BonuaHOUHBIN aHTHKOATYIISTHT 5 KpoBs 790
H-mamep / DDU / 3 KpoBb 680
I[ITU + MHO 1 Kposb 120
Tpom6rHOBOE Bpems 1 Kposb 150
®ubpuHOreH 1 Kposb 180
dakTop VIl (aHTUremodunbHbIn rnobynunn A) (Antihemophilic

. o7 KpoBs
Globulin A, FVIII) 1100
MNpotenH C 1o 8 Kpors 1800
MNpotenH S 10 8 Kpors 1800
MnasmuHoreH 1 Kpors 700
Arperauma TpomboLMTOB - Kposb
MHayumpoBaHHan arperaumsa Tpomb0oUMTOB -
lfemocTasnorpamma (Koarynorpamma), CKpUHUHT 1 Kposb 1500
O0MeH 0eJIKOB
AnpOyMuH 1,2 KpoBb 100
BenkoBsie (pakimu MeTooM dekTpodopesa 2,3 KpoBs 290
Kpearunun 1,2 KpoBs 100
MoueBas KucioTa 1,2 KpoBs 100
MoueBuHa 1,2 KpoBs 100
OO0wwii 6enok 1,2 Kposb 100
M-rpanuenT, CKpUHUHT. DIEeKTPOPOope3 CHIBOPOTKH KPOBH,
MMMYHO(HKCAIHS C TIOMBAJICHTHON aHTUCBIBOPOTKOM,
KOJIMYECTBEHHAs olleHKa M-6emka (0e3 tunupoBanmst) (M-Gradient,
Screening. Serum Protein Electrophoresis (SPEP), Immunofixation no 12 Kpoee
with Polyvalent Antiserum, Quantification of M-Protein (without 5200

Tvpina))




M-rpasnenT, THIHpoBaHue. DIeKTPodope3 CHIBOPOTKH KPOBH,
MMMYHO(HKCcanus ¢ TaHeNIbI0 aHTUCHIBOPOTOK (pa3zaenbHo K IgG, IgA,
IgM, karma, 1sM011a), KomyecTBeHHast oneHka M-Oemnka (M-

Gradient, Typing. Serum Protein Electrophoresis (SPEP), Ao 12 Kpos
Immunofixation with Antisera (1gG, IgA, IgM, Kappa, Lambda),
guantification %f M-Protein) — 4000
niekTpodope3 OENKOB MOUH, onpeseieHue Tuia nporeunypun (Urine

ProteirI: qu)e(I:)trophoresis) P ’ o 7o 10 Moua 1700
Benok Benc-/I>xoHca B MOYe, CKDHHUHT ¢ IPUMEHEHHUEM
UMMyHO(UKCcanK U KolnndecTBeHHoe onpenenenne (Bence-Jones Jo 10 Moua
Protein, Urine, Immunofixation, Quantification ) 2100
benok benc-/I>xoHca B MoYe: UMMYHO(DUKCAITHSI, KOTHYECTBEHHOE
oIpe/ieNicHUe, TUITUPOBaHKE Karma, a1amoaa (Bence-Jones Protein,
Urine, Electrophoresis, Immunofixation, Kappa/Lambda Typing, Ao 10 Mosa
Quantification ) 3200
CBOOOIHBIC JIETKHE 1T UMMYHOTJIO0YJIMHOB Kara u jsiM01a

J0 6 Kposb
CBIBOPOTKH C PACUETOM HHICKCA KAIIa/IsMOa 2100
CBOOOIHBIC JIETKHE I UMMYHOTJIOOYJIMHOB Kara u JsiMOia B MO4e
(Urine immunoglobulin free light chains (FLC) kappa and lambda) Ao 6 Mota 1500
KnyboukoBas ¢puibrpanust, pacuer o ¢popmyiae CKD-EPI —
kpeatunuH (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI 1 Kposb
Creatinine Equation) 200
Hucratun C (Cystatin C) Jo 2 KpoBs 1100
Hepynornasmun (Ceruloplasmin) 1 KpoBs 620
Ianrornobun (Haptoglobin) 1 KpoBs 700
Aunbha-2-Makporiao0yiuH 1 KpoBs 450
Anbpa-1-anturpuncut (A1AT) qo 11 KpoBs 1350
Anbpa-1-anturpuncut (A1AT), penorunupoBane mo 17 Kposb 2520
Muornobun (Myoglobin) 1 Kposb 550
Harpuitypernueckoro ropmona (B-tumna) N-koHIeBO ponenTu 1 Kposb 2300
Tpomnouun-1 (Troponin-I) 1 Kposb 600
O0MeH xese3a
HenachleHHas xKeae30CBA3bIBaoIIas ClIoCOOHOCTh 5 8 Kposb 225
O01m1as ’xene30CBA3bIBAIONIAs CIOCOOHOCTE + CBIBOPOTOYHOE YKENE30 5,8 Kposs 275
ChIBOPOTOYHOE JKENe30 1,2 Kposb 170
Tparcheppun 3 Kposn 400




Depputun 5 Kposs 430
OO0MeH JTUIIONIPOTEH/I0B

I'omonucrenn 3 Kposs 1120
Tpurnunepust 1,2 Kposs 155
Xonecrepun JITIBIT 1,2 Kposb 160
Xonecrepun JIITHIT + xonecrepun JITIBII + xonectepuH oOmwiA 1,2 Kposs 180
XonectepuH o0 1,2 Kposb 140
JlumonipoTeunH (a) 1 KpoBs 1010
Anonunonporens Al 1 KpoBn 360
AmnonumnonpoterH B 1 Kposb 375
JKemunbie KUCTOTHI 1 KpoBb 2600
BeicokouyBcTBUTENBHBIN C-peakTUBHBIN O€OK (Kap.vo) 1 Kposb 570
Iloka3aTeu NUrMEHTHOI0 0OMEHa

bunupyoun obmuit 1,2 KpoBb 140
bunnpy6un o0mmii + npsMoii + HenpsMoi 1,2 Kposs 270
bunnpyoun npsiMoii 1,2 Kposs 140
Tumonosas npoda 2 KpoBn 210
YrieBoaHbI 00MeH

['MUKONMM3UpOBaHHbII reMOrI00uH 2 KpoBs 400
I'mioko3a KpoBH 1,2 KpoBn 120
['J110K030-TONEPAaHTHBIN TECT C ONPEAEIIEHUEM TIIIOKO3bl B BEHO3HOU

KPOBH HATOIIAK M MOCIIE HATPY3KH Uepe3 2 uaca 702 Kpose 465
DepMeHTHI

Anannnamunorpancdepasa (AJIT) 1,2 KpoBs 140
Anbha-amunasa 1,2 KpoBs 185
Ammunaza maHkpeaTHdecKas 3 Kposb 245
AcnapratamuHotpancgepasza (ACT) 1,2 Kposb 140
lNamma-rnyramunrpancdepasa (ITTII, ramma-I'T) 1,2 Kposb 140
Kpearunkunasa (KK) 1,2 Kposb 220
Jlakratneruaporenasza (JIAT) 1,2 Kposb 160
Jlunaza 3 Kposb 265
XonuHacTepasa 2 Kposb 180
[enounas ocdaraza (LD) 1,2 Kposb 140
Kpearnnknnaza-MB (Kpeatungocdoknnaza-MB, KK-MB, KOK-M) 1 Kposs

300




®ocpataza kucnas (KD) 1 Kposs 320
JIEKTPOJINTHI

Kamuit 1,2 Kposs 170
Kanpmmii 1,2 Kposb 170
Kanbumii H"OHU3UPOBAHHBIM 2 Kposs 345
Maruwuit 1,2 Kposs 170
Menp 10 Kposs 740
Hatpuit 1,2 Kposb 170
CBuHeI 10 KpoBs 740
Doctop 1,2 KpoBn 170
Xopuast 1,2 Kposb 170
Huuk 10 Kpoes 740
MuKpo3JieMeHThbI

OcHOBHBIE 3CCEeHIMANbHBIE ()KU3HEHHO HEOOXOANMBIE)

MHUKPOIJIEMEHTHI B CHIBOPOTKE KPOBHU no 7 Kposn 1400
Toxcru4yHbIe MUKPOAJIEMEHTHI (TSHKEIbIE METaJIbl) B BEHO3HOW KPOBU J0 6 Kposs 1400
MUKpO37IEMEHTHI B CBIBOPOTKE KPOBU ¥ BEHO3HOM KPOBU: CKPUHUHT o7 Kposb 3420
Kanmuii (Cd) B chiBOpoTKE no7 KpoBs 740
Kob6ainbt (Co) B CHIBOpPOTKE no 7 KpoBn 740
Mapranen (Mn) B CBIBOPOTKE no 7 KpoBs 740
Cernet (Se) B CBIBOpPOTKE no 7 KpoBs 740
Huxkenb (Ni) B cCBIBOpOTKE no 7 KpoBs 740
3o10T0 (AU) B CHIBOPOTKE no 7 KpoBs 740
Momnu6aen (Mo) B CBIBOPOTKE no7 Kposb 740
Tannuii (T1) B ceiBOpOTKE o 7 Kposb 740
Mbiibsik (AS) B CBIBOPOTKE o 7 Kposb 740
Hon B CBIBOPOTKE no7 Kposb 740
Jlurwii (Li) B chIBOpOTKE 1o 4 Kposb 1050
DcceHnnanbHbIe ((KU3HEHHO HEO0OXOIMMBIC) M TOKCHIHBIC

MHKPOIEMEHTHI B MOUE zo 7 Mova 3000
Kangmuit (Cd) B moue o 7 Moua, Bonocsr, Hortn 740
KobanbeT (Co) B Moue o 7 Movua, Bonocsr, Hortn 740
Mensb, Mmoya, pa3zoBasi OPLUS o 7 Moua, Bonocsl, Hortu 740
Mens (Cu) B cyTodHON MOUe o 7 Moua, Bonocsl, Hortu 740




Mapranen (Mn) B Moue Jo 7 Moua, Bonocsl, Hortu 740
CeneH ( Se) B Mmoue 1o 7 Moua, Bonockr, Hortu 740
sk (Zn) B Moue Jo 7 Moua, Bonocsl, Hortu 740
Hukens (Ni) B Moue Jo 7 Moua, Bonocsl, Hortu 740
Csunen (Pb) B moue Jo 7 Moua, Bonocsl, Hortu 740
Pryrs (Hg) B Moue o 7 Moua, Bonocel, Hortu 740
Tannuit (T1) B Mmoue o 7 Moua, Bonocsl, Hortu 740
Mpibsik (As) B Moue o 7 Moua, Bonocsl, Hortu 740
Amomunnii (Al) B Moue no 7 Moua, Bonocsl, Hortu 740
XKeneso (Fe) B moue no 7 Moua, Bonocsl, Hortu 740
Hox (I) B moue Jo 7 Moua, Bonocsl, Hortu 740
ToKCHYHBIE MUKPOIJIEMEHTHI B BOJIOCAX J0 6 Bosockr 1850
ToKCHYHBIE MUKPOIJIEMEHTHI B HOTTAX J0 6 Hortu 1850
IToxka3zartesu padorsl JKKT

['actpun (Gastrin) 10 3 KpoBb 550
[Mencunoren I (Pepsinogen 1) no 7 KpoBb 815
[encunoren 11 (Pepsinogen 1) no 7 KpoBn 840
I'actponanens (GastroPanel) no 10 KpoBs 4150
FOpMOHaJIBHbIe HCCJICJOBAHUSA

I'unodus

Comaromenun-C 5 KpoBs 780
Comatorponssiii ropmos (CTT) 5 KpoBs 300
KocTHblil MeTa00J11M3M

Kansuuronun 3 KpoBs 745
[Mapatupeonnsiii ropmoH (maparropmod, I1TT) 5 Kposb 530
OcreokansiuH (Koctabrit Gla 6emok) 1 Kposb 600
C-koHmeBsIe TenonenTuasl komtareHa I tuna (6era-CrossLaps, C-

TepMuHAILHBIN Teaonentua, CT) 7o 3 Kposn 840
N-TepMUHATBHBIA TPONENTH MPOKOoIIareHa 1 oomuii 1o 2 Kposb 1760
Hesokcunupuaunonus (JATTA) B moue 1 Moua 1610
HaanoyeyHukn

AnpeHokopTHKOTpoITHBIH TopMoH (AKTT) 5 Kposn 540
AnbaocTepoH 8 Kposb 620
KopTuzon 3 Kposs 350




Penun 5 Kposs 1300
CB0OOIHBIN KOPTH30II, CyTOYHAsT MOYa no 2 Moua 1030
Koptuzon, cinrona 7o 5 Cuarona 600
AmnpnocrepoH-pernHoBoe cooTHomenue ( ARR) J0 2 Kposs 2700
HOIl?l(e.]'IyZIO‘lHaﬂ AKeJie3a

Wncynun 4 Kposb 450
C-Ilentnn 5 Kposs 415
[Tpouncynun (Proinsulin) J0 6 KpoBs 1310
OlieHKa HHCYTHHOPE3UCTEHTHOCTH: TUTF0K03a (HATOIIAK), HHCYJIUH

(Haromax), pacyer uHzeKca _HOMA—IR (Insulin Resistanc_e: Fasting 1 Kposs

Glucose/Insulin, Homeostasis Model Assessment of Insulin

Resistance, HOMA-IR) 600
I1o10BBIE TOPMOHBI

17—ruapookcumnporecrepos (17-OIT) 3 Kpors 440
AHIIPOCTEHANOH 5 KpoBb 1500
AnTH-MI01171€pOB TOPMOH 7 KpoBb 1500
AccouunpoBaHHbIN ¢ OepeMeHHocThI0 ipoterH A (PAPP-A) 5 KpoBb 600
I'noOynuH, cBs3biBaronuii onosbsie ropmonsl (I'CIIT) 5 KpoBn 410
Herunposnmanapocrepona cynbdat (JIAC-C) 3 KpoBb 345
AHIpocTeHANON NIOKYpOoHU (AHAPOCTAHANOIN TIIOKYPOHU) o5 KpoBn 1180
JeruaposnuanapoctepoH (HEKOHbIOTUPOBaHHbIH) Jo 5 KpoBs 1500
17-keroctrepouns! (17-KC) B moue o9 Moua 960
Jlrorennnzupyromuii ropmon (JII) 3 KpoBs 315
[TnaneHTapHbIil JaKTOreH 5 KpoBs 770
[Iporectepon 3 KpoBs 310
[ponakTux 3 Kposb 300
MakpormponakTuH 1 Kposb 750
CBobGonsslii 6eTa-XI'd 3 Kposb 500
TecroctepoH 0Ot 3 Kposb 300
Tecrocrepon o6mmit + I'CIII" + mHAEKC CBOOOIHBIX aHAPOTCHOB 5 Kposn 540
TecrocTepoH CBOOOHBIIH 5 Kposb 760
domnukynoctumynupyoiuii ropmon (PCI') 3 Kposb 315
Xopuonmuecknii ToHaaTporyH genoseka (XY, 6era XI'H) CPOYHO

(zocraBka B aGopatopro 1o 14:00) ! Kpose 720
Xopuonnuecknii ronaarponuH genoseka (XI'Y, oera-XI1) 3 Kposs 360




OcTpaanon 3 Kposs 310
OcTpron cBOOOIHBIN 3 Kposs 500
Wuarunbun B (Inhibin B) J0 6 Kposs 2120
Tpodobnacrrueckuii 6era-1-rmukonporens (THI) J0 6 Kposs 420
MOHHTOpI/IHF 6epeMeHHOCTI/I

[penaranbubiii ckpuauar Tpucomuii: I tpumectp (PRISCA-1) 1 KpoBn 1050
[Ipenaranbubiii ckpuauar Tpucomuid: 11 tpumectp (PRISCA-2) 1 Kposb 1020
(I)aKTOpr Peryjasinum anmneTura u )KHpOBOﬁ TKaHU

Jlentux 9 Kposb 1080
Peryssinusi 3puTponossa

OpUTPONOITUH 1 Kposb 790
HluToBuaHAas xKeje3a

AnTHTENa K MUKpOCcOMaNIbHOM (pakumu tupeonnToB (AT k 107 Kposs

MHUKPOCOMAJILHOMY aHTUT'€HY THPEOIMTOB) 540
Amntutena k peuentopam TTT 7 Kposs 1220
Awntutena k tupeornoOynuny (Autu-TT) 5 KpoBb 400
AwntuTtena k TupeongHol nepokcuaase (Autu-TI1O) 2 KpoBn 350
TupeornoOymnun 5 KpoBs 520
Tupeorponssiii ropmon (TTI) 2 KpoBn 300
Tupokcun obumii (T, 00mmii) 5 KpoBn 300
Tupokcun cBodoaustii (T, cBOOOIHBII) 2 Kpoes 300
Tpuitonruponun odmmii (T3 oOmmit) 5 KpoBs 300
Tpuitontrponun cBoboaHbI (T3 CBOOOHBII) 2 KpoBs 300
THPOKCUHCBS3BIBAIOIIAS CIOCOOHOCTH (IIOTJIONIEHHE THPEOUIHBIX

TOPMOHOB; HHAEKC CBS3BIBAHUS THPOKCHUHA; HHIIEKC CBOOOIHOTO

tupokcuna) (Thyroid Uptake, T-Uptake, Thyroxine-Binding Ao 3 Kpose

Capacity. TBC, Thyroxine-Binding Index, TBI, free T4Index, fT41) 480
AHTHTENa K MUKPOCOMAJBHON (ppakim TupeortutoB (AT k

MHKpPOCOMAaJIBHOMY aHTUTeHY TupeonuToB, AT-MATL, AMAT,

THPEOHIHBIE aHTUMHIKpOcoMalbHbIe anTuTena) (Anti-Thyroid Ao 7 Kposs

Microsomal Antibodies) 480
buoreHHble aMMHBI

Karexomamuns! (aapeHa wH, HOpaapeHAInH, 10QpaMiH) B TIIa3Me

kpoBu — KATEIJI (Catecholamines: Epinephrine/Adrenaline, 10 6 Kposs

Norepinephrine/Noradrenaline, Dopamine, Plasma) 1900




KarexomaMuHsl (agpeHanH, HOpaJapeHaAINH, JopaMHH) B MOYe

(Catecholamines: Epinephrine/Adrenaline, J0 6 Moua
Norepinephrine/Noradrenaline, Dopamine, Urine) 1700
MeTa0omUThl KATeXOIAMHHOB M CEPOTOHMHA: BAHWITUIIMHH/IATICBAs
kucnora (BMK), romoBanununoas kuciora (I'BK), 5-
okcuuHIonyKcycHas kuciora (5-ONUYK) (Catecholamines and
Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, Ao 4 Mota
VMA, Homovanillic Acid, HVA, 5-Hydroxyindoleacetic Acid, 5-
HIAA) 3000
Mertanedpuns (Gpakiyuu) B CYTOYHON MoUe: MeTaHe(hpHH,
HopMmetanedpun (Metanephrines, Fractinated, 24 Hours-Urine — J0 6 Moua
Metanephrine, Normetanephring) 2045
KatexonaMuHsl (aJjpeHaiH, HOpaJApeHaIrH, 10paMiH) B Moue
(Catecholamines: Epinephrine/Adrenaline, 10 6 Moua
Norepinephrine/Noradrenaline, Dopamine, Urine) 1700
I'mcramuH B ma3me kposu (Histamine, Plasma) no 4 KpoBb 2000
CepoTOHHH B CBIBOPOTKE KpoBH (Serotonin, Serum) 1o 4 Kpoes 2100
Hedpunst B rutazme kposu (Nephrines, Plasma) - Kposb
I/ICC.]'ICIIOBaHI’Ie OHKOMApKEPOB
Cyfra-21-1 (¢pparment nurokepatisa 19) 5 KpoBs 900
Anbpaderonporenn (ADII, AFP) 3 KpoBb 400
Hetipo-cnieruduueckas enonaza (HCE, NSE) 5 KpoBn 990
[pocrarcnenuduueckuii anturen oduwii (PSA, TICA o6mwmit) 3 KpoBs 380
[pocrarcnenuduyeckuii anturen ceodoausiii (PSA, TICA

. 3 KpoBs
CBOOOIHEIIT) 380
PakoBo-amOpuonanbHblit antured (POA, CEA) 3 KpoBs 460
Pakogsrit anturen 125 (CA 125) 3 KpoBs 500
PakoBsrii anturen 15-3 (CA 15-3) 5 Kposb 550
PakoBsrii anturen 19-9 (CA 19-9) 3 Kposb 550
PakoBsrii anturen 72-4 (CA 72-4) 5 Kposb 750
CepoToHHH 5 Kposb 1220
Xpomorpanun A 7 Kposb 4590
Omnenka pricka paka sugHuKoB 1Mo anroputMmy ROMA (Risk of Ovarian
Malignancy Algorithm, anroput™ pacdera prcka SIHTEIHATHHOTO 102 Kposh

paka smIHUKOB) (1711 skeHIKH 10 MeHomnay3kl) (Risk of Ovarian
Malignancy Algorithm, ROMA (Before Menopause))

1590




OHKOpHCK MYKCKOU: TpenicTaTenbHas sxene3a (Male oncologic risk:

prostate) ! Kpoee 900

HE4 (benok 4 smumumumuca denoseka) (Human Epididymis Protein

4, HE(4) ! e A0 2 Kpos 1170

CA-242 (VYrneBonuslii anTurex 242, onyxoseblid Mapkep CA-242)

(Carbohydrate Antigen CA-242, Tumor Marker CA-242) Ho 6 Kpose 880

Bera-2-muxpornoOynuH (B-2-MHUKpOrio0ynruH) B CHIBOPOTKE KPOBH 1 Kposs

(Beta-2-Microglobulin, BMG, Serum ) 720

Bera-2-muxporno0ynuH (B-2-mukporioOynuH) B Moue (Beta-2- 1 Movua

Microglobulin, Uring) 750

Benok S100 (S100 Protein) 1o 2 Kposb 2270

SCC (AHTHTEH TUIOCKOKJIETOYHOM KapiHOMBI) (Squamous Cell

Carcinoma Antigen, SCCA, SCCAQ) sl0 6 Kposb 1900

UBC (AHTHUT€H paka MOUEBOTO Iy3bIps, HCCIEIOBAaHHE PACTBOPUMBIX

(dparmenroB nurokeparuHos 8 u 18 B Mmoue) (Urine Bladder Cancer Jo 8 Moua

Antigen, Urine Bladder Cancer, UBC) 2590
Ianenn

Mosr (HCE, POA) (Brain (NSE, CEA)) - Kposb

Jlerkue (HCE, POA, CA-72-4, Cyfra 21-1, HE4) (Lungs (NSE, CEA, K

Cyfra 21-1, HE4)) ) bose

MutoBuanas xene3a (HCE, POA, xkanbIUTOHUH, THPEOTTIO0YIHH) ) K

(Thyroid Gland (NSE, CEA, Calcitonin, TG)) bose

Mornounas xene3a (CA-15-3, POA, deppurtun, CA-72-4) (Breast (CA ) K

15-3, CEA, Ferritin, CA-72-4)) poBb

[euens (ADIL, POA, CA-19-9) (Liver (AFP, CEA, CA-19-9)) - KpoBs

[omxenynounas xxenesza (CA-19-9, CA-242, CA-72-4) (Pancreas (CA ) Kposs

19-9, CA-242, CA-72-4))

Kenynok (CA-19-9, PDA, CA-72-4) (Stomach (CA-19-9, CEA, CA-

72-4)) - Kposb

Tonkwuit u Toncteiid kumedHuk (CA-19-9, CA-242, POA, CA-72-4) K

(Small Intestine, Large Intestine (CA-19-9, CA-242, CEA, CA-72-4))|  ~ POBE

Kemynouno-kumeunsiit Tpakt (ADII, POA, CA-19-9, CA-242, CA-

72-4) (Gastrointestinal Tract (AFP, CEA, CA-19-9, CA-242, CA-72- - Kposb

4

H)I/)IIIHI/IKI/I (CA-125, CA-19-9, XTY, uarubun B, CA-72-4, AMI,

HE4) (Ovaries (CA-125, CA-19-9, HCG, Inhibin B, CA-72-4, AMH, - Kposs

HE4))

IpencrarensHas xeneza (IICA obmuii, cBoOOaHEIH, Pocdaraza ) Kposh

kucnas) (Prostate (PSA Total, f-PSA, ACP))




Martka (POA, CA-125, CA-72-4, HE4) (Womb (CEA, CA-125, CA-

72-4, HE4)) ) Kpoen
[etika maTtku (POA, CA-125) (Cervix (CEA, CA-125)) - Kposb
SAnuxo (ADII, XTY) (Testicle (AFP, HCG)) - Kposs
MouenonoBas cucrema MyxuuH (IICA o6muii, cBOOOTHBIH,
¢doctaraza kucmas, ADII, XI'Y) (Male Genitourinary System (PSA - KpoBb
Total, f-PSA, ACP, AFP, HCG))
MouenonoBas cucrema xeHimuH (POA, CA-125, CA-19-9, XT'Y,
narubun B, CA-72-4, AMI', HE4) (Female Genitourinary System - Kposb
(CEA, CA-125, CA-19-9, HCG, Inhibin B, CA-72-4, AMH, HE4))
I/IMMyHOJIOFI/I‘IeCKI/Ie HCCJICA0OBAaHUA
Nmmynornooynmun A (Ig A) 5 KpoBn 200
Nmmynornooynmus G (Ig G) 5 KpoBs 200
HNmmynornodynua M (Ig M) 5 KpoBb 200
Lupkynupyromue nmmyHaHble komiuiekcs! (LIUK) 5 KpoBb 380
Anrtutena knacca IgG x T-nmumdorporHoMy BHpycCy uenoBeka tuna 1
u 2 TunoB (Anti-HTLV-1, 2 1eG ) mo 10 Kpors 900
HNmmyHonoruueckoe obcienoBanue pacumpentoe (Immunological
Survey Extended) 709 Kpose 9345
daronurapHas akTHBHOCTb JielikouutoB (Phagocytic Activity of
Leucocytes) 709 Kposp 780
denoTunpoBanue TMMQPOHUTOB (OCHOBHBIE cyononysiuuu) — CD3,
CD4, CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, 10 3 KpoBs
CD4, CD8, CD19, CD16, CD56) 3600
CD4+ T-nmumbonuTtsl, % u abcomoTHoe KonuuecTBo (T-xemmnepsl, 02 KpoBE
CDA4+ T-cells, Percent and Absolute) ! P 1500
B-mum¢onutsl, % u abconrorHoe KonmndectBo (CD19+ nmumdormtsl, B

mo 2 KpoBb
cells, Percent and Absolute) 1500
AxtuBupoBanssie muMmdorutel (CD3+HLA-DR+, CD3-HLA DR+) 03 Kook
(Activated Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)* ! P 1500
Crmoco6Hocts mruMdormToB K aktuBanuu (Lymphocyte Activation
Ability) Ao 9 Kposs 3600
Komnonents! cucremsr kommmementa C3, C4 (Complement 1 Koo
components C3, C4) P 660
C3 Kowmmorent cuctemsl kommiementa (Complement Component C3) 1 Kposs 330
C4 Kowmmorent cuctemsl kommiementa (Complement Component C4) 1 Kposs

330




Cucrema KOMILIEMEHTA: KOM6I/IHI/Ip0BaHHaH OIICHKa (byHKHI/II/I
KIIaCCUYCCKOI'0, aJIbTCPHATUBHOI'O U JICKTUHOBOI'O r[yTeﬁ aKTUBalluu

metonom MDA (Functionality Test of Complement: Classical, Ao 7 Kposs

Alternative and Lectin Pathways, ELISA) 3600
Cucrema KOMIUIEMEHTA: OlleHKa (YHKIIMOHATBHOH aKTUBHOCTH

(CH50) (Functionality Test of Complement (CH50)) A7 Kpose 1500
Wurunburop Cl-sctepassl (Cl-Esterase Inhibitor, C1-INH) o 7 KpoBn 2100
Wnrepnetikun-13 (UJI-1P) (Interleukin 1 Beta, IL-1) 70 3 KpoBn 2000
Wnrepneiikun-6 (11J1-6) (Interleukin 6, IL-6) 70 3 KpoBs 2000
Wnrepneiikun-8 (MJ1-8) (Interleukin 8§, IL-8) 10 3 KpoBn 2000
Wnrepnetikun-10 (UJI-10) (Interleukin 10, IL-10) 70 3 KpoBn 2000
dakrop Hekposa omyxonu-o (PHO-a) (Tumor Necrosis Factor Alpha,

TNFa, Cachectin) ot RS Kposs 2000
HUccnenoBanue unrepdeponoBoro craryca (Study of Interferon Status)| mo 12 KpoBb 2600
Wurapon (Ingaron) Jo 12 KpoBb 550
Hurpon (Intron) Jo 12 KpoBb 550
Peagepon (Reaferonum) Jo 12 KpoBb 550
Peansnupon (Realdiron) no 12 KpoBn 550
Podepon (Roferon) Jo 12 KpoBb 550
Amukcus (Amixin) o0 12 KpoBn 550
Karoren (Kagocel) no 12 KpoBs 550
Heosup (Neovir) Jo 12 KpoBs 550
Huxnodepon (Cycloferonum) Jo 12 KpoBs 550
I'anasut (Galavit) 10 12 KpoBs 550
I'enon (Hepon) Jo 12 KpoBs 550
WzonpuHosun (Isoprinosine) o 12 Kposs 550
Nmmynan (Immunal) Jo 12 Kposb 550
Nmynodan (Imunofan) Jo 12 Kposb 550
Nmmynomake (Immunomax) Jo 12 Kposb 550
Nmynopukc (Imunorix) Jo 12 Kposb 550
JIukonua (Licopid) Jo 12 Kposb 550
IManaBup (Panavir) Jo 12 Kposb 550
Hommokcunonuii (Polyoxidonium) mo 12 Kposn 550
TaktuBun (Tactivinum) Jo 12 Kposs 550
Tumoren (Thymogen) Jo 12 Kposs 550




AyTOI/IMMyHHaH nmaToJorms

AHTHHYKIIEapHBIHA (aKTop 5 Kposs 945
AHTHOBapHaJIbHBIC aHTUTETA 9 Kposs 2055
AHTHCTIEpMANTbHBIE aHTHTENA 15 KpoBn 915
AHTHTENa aHTHCHIepMaNbHbIe B criepMe (Anti-Spermatozoa
Antibodies, ASA, Semen) zo 12 DAY 815
AnTtuTena k rmuaguny Ig A 5 KpoBn 835
Awntutena k rnmuaguny Ilg G 6 KpoBs 835
Awnrtutena k apycnupanbHoii (HatuBaoi) JTHK (anti-dsDNA) 5 KpoBn 680
AHTHUTENA K KapIUOJIUIHHY 16 KpoBn 835
AmnTHTena k Mutoxouapusm Ig G 10 Kposb 1295
AHTHTENa K TpaHCIITyTaMuHase [g A 5 Kposb 1075
AwntuTena k Tpancrnyramunase Ilg G 5 KpoBb 1075
Awnrtutena k pochonmunuaam Ig M, G 5 KpoBb 780
AHTHTeNa K HUKINYECKOMY IIUTPY/UIMHUpOoBaHHOMY nientuay (ALILIL, 8 Kposs
ACCP) 1190
AnTtuTena K siaepHeiM antureHam (ANA) 5 KpoBb 620
Onpenenenne HLA B27 (annens 27 nokyca B rmaBHOro komriekca

5 Kposb
HCTOCOBMECTHMOCTH YeJI0BEKA) 600
Amntrrena kiacca IgG k skcTparupyeMomMy HyKJICapHOMY aHTHUTE€HY
(OHA) (Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein 1o 2 Kposb
Antibodies, Anti-RNP) 1800
[laHenbs aHTUHYKIIEAPHBIX aHTUTEI IPH CKIEPOIEPMHUH (pa3aenbHoe
onucanne agturen Kk anruredaM Scl-70, CENP-A, CENP-B, RP11,
RP155, pubpumsipun, NOR90, Th/To, PM-Sc100, PM-Scl75, Ku,
PDGFR, Ro-52), ummynoo0ot (Scleroderma (Systemic Sclerosis) 109 Kposb
Antibody Panel: Anti-Scl-70, CENP-A, CENP-B, RP11, RP155,
¢ubpusipun, NOR90, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR,
Ro-52. Immunaoblotting) 3900
Amntrrena kiacca [gG k HykiIeocomaM (aHTHSIEpHBIC aHTHTENA),
ckpurmar (Anti-Nuclear Antibodies, ANA, IeG, Screening) Ao 12 Kposn 2965
AmnTrrena knaccoB 1gG u [gM x dochatunmncepuny (Anti-
Phosphatidylserine, IgG, IgM) Ao 9 Kpose 1500
AmnTrrena knacco I1gG, IgA, IgM k Gera-2-rmukomnporenty 1,
cymmapso (Anti-B2-Glycoprotein 1 Antibodies, anti-p2-GP1, IgG, J0 5 Kposs
IgA, IgM, Total) 1200




Anrtutena kiaccoB IgG n IgM k docharunmcepun-
MIPOTPOMOMHOBOMY KOMIUIEKCY, CyMMapHO (Anti-
Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, IgG, IgM,
Total)

1o 10

Kposs

1350

Antutena knacca IgG x annexcuny V (Annexin V Antibodies, aAnV,
19G)

o 12

Kposs

1200

Antutena kiacca [gM k annekcuny V (Annexin V Antibodies, aAnV,
IgM)

o 12

Kposs

1200

Antutena kiacca [gG x kepaTuHy (AHTUKEpaTHHOBBIE aHTHTENA,
AKA, Anutndunarrpunossie antutena, ADA) (Anti-Keratin
Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, 1gG)

o 9

Kposb

1900

Amntrrena kinacca [gG k MomurdupoBaHHOMY
UUTPYJUIMHUPOBaHHOMY BUMeHTHHY (anTH-MLIB) (Anti-Mutated
Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified
Citrullinated Vimentin Antibodies, Anti-Sa Antibodies, 19G)

o 9

Kposb

1500

OnuromepHbIi MaTpUKCHBIH Oenok xpsima (Human Cartilage
Oligomeric Protein, COMP)

no7

Kposb

2600

Antutena knacca IgG k 6a3anbHOl MeMOpaHe KiyOO4KOB MOYeK (aHTH|
BMK) (Glomerular Basement Membrane Antibodies, Anti-GBM,
19G)

1o 10

Kposb

1500

Anrtutena kiacca IgG x nuronnasme veiirpodunos (AHLIA) (Anti-
Neutrophil Cytoplasmic Antibodies, ANCA, IgG)

mo 10

Kposb

1350

Amntrrena kiaccos IgG, IgA, [gM k kneTkaM cocyaucTOro SHA0TEITHS
(HUVEC), cymmapno (Anti-Endothelial Cell Antibodies, AECA, IgG,
IgA, IgM, Total)

mo 12

Kposb

1600

Awnrtutena knaccos IgG, IgA, IgM k penenropy docdomnumnazer A2
(PLA2R), cymmapno (Anti-Phospholipase A2 Receptor Antibodies,
Anti-PLA2R, I1gG, 1gA, 1gM, Total)

mo 12

Kposs

2600

Amnturena kiacca [gG k muenonepokcunase (antu-MPO)
(Myeloperoxidase Antibody, MPO)

mo 9

Kposb

1200

Amntrrena kiacca [gG k Clq gakropy kommiemenTa (Anti-
Complement 1q Antibodies, Anti-Clqg, 1gG)

mo 12

Kposb

1200

Amntrrena knacca [gG k mporennasze-3 (antu-PR-3) (Anti-Proteinase-3
Antibodies, PR-3-Antibodies, PR-3 ANCA, 1gG)

mo 12

Kposb

1200

[TaHenbs aHTUTEN K aHTUTEHAM aHTUHEHTPOMUIBHBIX aHTUTEN (IaHEIb
aaturenoB AHIIA), IgG (Anti-Neutrophil Cytoplasmic Antibodies,
ANCA, 1gG, Panel)

mo 12

Kposb

3100

JlmarHocTHKa rpaHyJIeMaTO3HBIX BACKYJIUTOB (aHTHHYKJICAPHBIH
¢dakrop (AH®D), AT k nurormasme veiitpodmnoB (AHLIA/pANCA,
cANCA), 19G)

mo 9

Kposb

2400




Juaraoctuka OpIcTpoIporpeccupyrorero rimomepymnonedpura (AT
6a3zanbHOI MeMOpaHe Ki1yOoukoB mouek, AT k nurommasme
neiitpodmno (AHITA/PANCA, cANCA), IgG)

o 9

Kposs

2600

JlmarHocTrKa ayTOMMMYHHOT'O TIOPAKCHUS TIOYEK (aHTHHYKJICAPHBII
¢dakrop (AH®D), AT k 6a3zanmpHOI MeMOpaHe Ki1y0oukoB mouek, AT k
nutoruiasme Herrpodunor (AHIIA/pANCA, cANCA), IgG)

o 9

Kposb

3800

Antutena k tTupozuHdocparaze (IA-2) (Islet Antigen 2 Antibodies,
Anti-IA2 Antibodies, IA-2 Ab, Tyrosine Phosphatase Antibodies)

o 12

Kposb

1650

AHTHTENa K aHTUICHaM KJICTOK MOKEITy0UHOM kene3bl GAD/IA-2,
cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid
Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine
Phosphatase, 1A2, ICA-512) Autoantibodies, Total)

o 12

Kposb

1650

Antutena knaccoB IgA, IgM, IgG k TkaHu sn4HUKA
(aHTHOBapHManbHBIC aHTUTENa), cyMmMapHO (Anti-Ovarian Antibodies,
AOA. IgA, IgM, IgG, Total)

no 12

Kposb

1350

Antutena knaccoB IgA, IgM, IgG k crepouanponynupyommum
kierkam Haanodeynuka (ACIIK), cymmapno (Anti-Steroidal Cell
Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, 1gA, IgM,
laG, Total)

no 12

Kposb

1200

Amntrrena kinaccoB IgA, IgM, IgG k cTepouaAnpoayLUpyIOLIIM
KJeTkam simdka, cymmapHo (Anti-Testicular Steroid-Cell Antibodies,
Testicular Anti-Steroidal Cell Antibodies, Testicular StCAb, Steroidal
Cell Autoantibodies, SCA against Testis, IgA, IgM, IgG, Total)

mo 12

Kposb

1600

AHTHTENa K CTEPOHINPOIYIHPYIOIIAM KIETKaM PEIPOLYKTHBHBIX
traHel (Reproductive tissue steroid-producing cells Antibodies)

mo 12

Kposb

2800

Awnrtutena kiacca [gG k 6a3zanbHOl MeMOpaHe koxu (Basement
Membrane Zone Antibodies, BMZ, 1gG )

mo 12

Kposb

1850

Awnrtutena knacca [gG k necmocomanm snmaepmuca (Desmoglein
Antibodies, Desmoglein 1, DSG1 and Desmoglein 3, DSG3
Antibodies, 19G)

mo 12

Kposb

2200

Amntrrena knacca [gG k qecmornenny-1 (Desmoglein 1, DSGI
Antibodies, 19gG)

mo 12

Kposb

2200

Amntrrena knacca [gG k necmorienny-3 (Desmoglein 3, DSG3
Antibodies, 19gG)

mo 12

Kposb

2200

Amntrrena knacca [gG k 6emxy BP180 (Anti-Bp180 Antibodies,
Bullous Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen
2, 19G)

mo 12

Kposb

2200




Anrtutena kiacca [gG x 6enky BP230 (Anti-Bp230 Antibodies,
Bullous Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen
1, 19G)

no 12

Kposs

2200

Antutena kiaccoB IgA n IgG k sHIOMU3MIO (AHTUIHIOMU3UIHEIE
anTutena, ADMA), cymmapro (Anti-Endomysial Antibodies, Anti-
EMA, 1gA, 1gG, Total)

o 10

Kposb

1100

AmnTutena knaccoB IgA, IgG, IgM k mapueTanbHBIM KIIETKaM JKETyaKa
(AIIKX), cymmapno (Gastric Parietal Cell Antibodies, GPA, Anti-
Parietal cell antibodies, APCA, IgA, 1gG, IgM, Total)

o 9

Kposb

1300

Anrtutena kiaccoB IgA n IgG k perukynuny, cymmapHo (Anti-
Reticulin Antibodies, ARA, IgA, 1gG, Total)

o 9

Kposb

1100

AHTI/ITeJ'Ia KJjiacca IgG K ICaMUJMPOBAHHBIM NENTHIaM TIMaAUHaA
(Anti-Deaminated Gliadin Peptide, Anti-DGP, 1gG)

o 5

Kposb

750

AHTI/ITeJ'Ia KJjiacca IgA K JCaMUJMPOBAHHBIM NENTHIaM TIMaAUHA
(Anti-Deaminated Gliadin Peptide, Anti-DGP, IgA)

o 5

Kposb

750

Anrtutena knacca IgG x BHyrpenHemy daxropy Kacrna (Anti-Intrinsic
Factor, IFAb, Intrinsic Factor Antibodies, 1gG)

no 12

Kposb

1500

Awnrtutena kiacca [gG x caxapomunieram (IuarHoctuka Oone3Hu
Kpona) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgG )

o9

Kposb

1200

AmnTHTena kiacca IgA k caxapomurieraM (IMarHocTHKa O0JIe3HU
Kpona) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA )

o9

Kposb

1200

JlmarHocTuka ayToMMMYHHOT'O TaHKpeaTuTa u Apyrux 1gG4-
accolMMpoBaHHBIX 3a0oseBanuii (Diagnosis of Autoimmune
Pancreatitis and other 1gG4-Related Diseases)

mo 12

Kposb

1700

CepomarHocTuKa ayTOMMMYHHOTO TaCTPHUTA W IIEPHULIMO3HON aHEMHH
(AT x mapueTanbHbIM KJeTkaM xenyika; AT k BHyTpeHHeMY (akTopy
Kactna)

mo 12

Kposb

2600

Ceponnaraoctuka 6one3nu Kpona n Hecrienmn)naeckoro i3BEHHOTO
konuta (HSK) (AHIJA/pANCA, cANCA, IgG; AHIIA/ANCA, IgA;
ASCA, 1qG, IgA)

mo 9

Kposb

4500

Hemmnakws, ceponornuyeckuit ckpuHuHT (AT K 3HmOoMu3mio, IgA; AT
JIeaMHUIAPOBAHHBIM NenTuaaM rraanaa, 1eG; IgA obmr.)

mo 9

Kposb

2000

AmnTrrena kimaccoB IgA u IgG k 60KaIOBUIHBIM KJIETKAM KUIICYHUKA,
cymmapso (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, IgG,
Total)

mo 8

Kposb

1200

Amntrrena kimaccoB IgG u IgA k GP2 antureny neHTpoanmHapHBIX

KJIETOK MOKETYI0UYHOM Kene3bl (Anti-GP2)

mo 8

Kposb

2000




AHTHTENA K allMHAPHBIM KJIETKAaM IOJLKETYA0YHOH kene3sl, 1gG u
IgA cymmapHoO (aHTHTENA K 9K30KPUHHOW YaCTH TOKEITYI0YHOMN
xene3bl, Autoantibodies against Exocrine Pancreas, Pancreatic
Antibodies, PAB)

1o 8

Kposs

1200

Amntutena knaccoB IgA, IgG, IgM k rmaakoii MycKkynatype, CyMMapHO
(Smooth Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies,
ASMA, IgA, 19G, 1gM, Total)

o 9

Kposs

1500

AHTHTENa K MUKPOCOMaM IeYeHH U Modek, cymmapHo [gA+1gG+IgM
(anti-liver kidney microsomal antibody, anti-LKM, 1gG+IgM+ IgA)

o 9

Kposs

1400

[Nanens anTuTen kiaacca IgG npu ayTOMMMYHHBIX 3a00JICBaHUAX
neuenu (AT k anturenam AMA-M2, M2-3E, Sp100, PML, gp210,
LKM-1, LC-1, SLA/LP, SSA/Ro0-52), ummyHO0OII0T (Autoimmune
Disease Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210,
LKM-1, LC-1, SLA/LP, SSA/R0-52, 1gG, Immunablotting)

o 9

Kposb

3500

AmnTutena kiacca [gG kK acHaorUKONPOTEMHOBOMY peLenTopy (aHTHA
ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, Anti-
ASGPR, 19G)

no 12

Kposb

1650

AntuTtena knacco IgA, IgG, IgM k akBanopuny 4, cyMMapHO
(mmarHocruka Heiipoontukomuenaura, NMO) (Aquaporin-4Receptor
Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM,
Total)

mo 12

Kposb

2800

Anrtutena knacca IgG k ckenernpim Mbimam (ACM) (Anti-Skeletal
Muscle Antibodies, AStMA, 1gG)

mo 10

Kposb

1150

Awnrtutena kinaccoB IgG u IgM k ranrnuo3unam (naiiH-6mot: GM1;
GM2-GM3-GM4; GD1a, GD1b, GD2-GD3, GT1la, GT1b, GQ1b,
cynbdaruisl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies
Panel, Total)

mo 9

Kposs

5100

Muozut-crieruduanarie antutena kinacca [gG (nmaitn-010T: Mi-2, Ku,
PM-Scl 100/75; Jol PL-7 PL-12 EJ OJ; SRP, SSA (R052)) (Myositis-
Specific Panel)

mo 9

Kposb

3840

AHTHTENa K alleTHIXOIUHOBOMY penentopy (AxP, nnaramoctika
Muactennn), cymmapho (Acetylcholine Receptor Antibodies, Anti-
AChR, Total)

mo 12

Kposb

5100

AmnTHHElpoHaTRHEIE aHTHTENA Kiacca [gG (rraiH-010T: Hu (ANNAL),
Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), ampudmun) (Anti-Neuronal
Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCAl), CV2, Ma2, Ri

(ANNAZ2), Amphiphysin))

mo 9

Kposb

5100




Anrtutena kiaccoB IgA, IgG, IgM x NMDA (N-merun-D-acraprar)

riyTaMaTHOMY perenTopy, cymmapao (N-Methyl-D-Aspartate Jo 12 Kposs
Receptor Antibodies, I1gA, 19G, 1gM, Total) 4000
OmnuroknonanbHb IgG B nuKBOpe (11epeOpOoCIMHAIBHON KHUIKOCTH) U
ceiBopotke kposu (Oligoclonal IgG, Cerebrospinal Fluid (CSF), no 12 KpoBs
Serum) 4000
CBoOO/HBIE JIETKUE LIETTH IMMYHOTIIOOYJIMHOB Kallla 1 JiiMO/1a B
mukBope (Cerebrospinal Fluid Concentration of Immunoglobulin Free] 1o 6 JIukeop
Light Chains) 1700
N-TepMuHaIBHBINA porienTy I npokosuiarena 1 oomwuii (Procollagen 02 KpoBs
Type 1 N-terminal Propeptide, PANP, Total) s P 1300
AwntuTena k muenuny IgG, Meto Henps MOt UMMYHO(MIFOOPECHEHITNN 07 KpoBk
(Anti-myelin antibody, 1gG, IF) s P 1500
KomrmiekcHoe uccenoBanue 1iisi HCIOJB30BAHUS B TUATHOCTHKE
paccestHHOTO CKIIepo3a: Ofpe/elieHnue OJUrokiIoHansHoro 1gG
N qo 12 JInxBop; CeIBOPOTKa KPOBH

(JTUKBOD, CHIBOPOTKA) M CBOOOHBIX JIETKHX LIENeil UMMYHOTJIOO0YJTMHOB
(JIUKBOD) 5400
Anrtutena knacca IgG x cepneuHoit MyckynaType (MHokapay), 010 KDoBi
aHTUMUOKapauanbHble anTuTena (Anti-Heart Antibodies, IgG) ! P 1300
AXTHBHOCTb aHTMOTEH3UH-TIpeBpatiatoiiero ¢pepmenra (AIID)

. . ) Jo 12 Kposb
ceIBOpoTKHU KpoBH (Angiotensin Converting Enzyme, ACE, Serum) 2350
Heonrrepun (HIT) B ceiBopotke kpoBu (Neopterin, Serum) Jo 12 KpoBb 1465
Bocnanurensusie Muokapauonatin (AT x mutoxouapusim (AMA), 012 KDoBE
AT x cepedHOil MYCKYIaType) A p 3500
Awntutena kiacca k IgG Tpombouutam, Henpsimoit Tect (Platelet
Antibodies IgG, Indirect) fo 12 Kpose 1300
AnTHTENA K B-KIETKaM MODPKENYI0YHOM Kene3bl 5 KpoBs 1700
AwntuTtena k rmyramataekapookcunase (GAD) 8, 10 KpoBs 1630
Awntutena k uncynuny (IAA) 10, 12 Kposb 1500
CepoJsiornueckasi JMAarHOCTHKA
AHTHTeIa K 0aKTepUsAM, NPOCTEHIINM, BUPYCaM,
rpudam
Anti-HAV Ig G 5 Kposb 270
Anti-HAV Ig M 5 Kposb 330
Anti-HBc (cymm.) 3 Kposb 330
Anti-HBc Ig M 5 Kposb 825
Anti-HBe Ag 5 Kposb 585




Anti-HBs (kommy.) 5 Kposs 270
Anti-HCV (cymm.) 2 Kposs 180
Anti-HCV Ig G 5 Kposs 225
Anti-HCV Ig M 5 Kposs 225
Anti-HIV % 2 Kposs 165
HBe-Ag 5 KpoBn 295
HBs-Ag 2 Kposb 145
Wnrepnetikun-28B (1JI-28B), renorunupoBanue (McciaejoBaHHE

TeHETHYECKUX MapKepoB, ONMpenessironux 3GHeKTHBHOCTD JICUCHHS

xponuueckoro renatiura C HHTEpHEpOHOM U PHOABUPHUHOM )

(Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers Ao 6 Kposs

Determining Effectiveness of Treatment of Chronic Hepatitis C in

Interferon and Ribavirin)) 735
Awnrtutena kiacca [gM k Bupycy renartura D (Anti-HDV IgM) J0 6 KpoBb 650
Amntutena kinaccos IgM u IgG k Bupycy rematurta D, cymmapuo (Anti-

HDV Total (10G % IgM)) e Ao 6 Kposp 650
Awnrtutena kiacca [gM k Bupycy renatura E (Anti-HEV IgM) Jo 5 KpoBb 735
Awnrutena kiacca IgG x Bupycy renaruta E (Anti-HEV IgG) Jo 5 KpoBs 735
AHTHUTEH BHpYca KIIEIEBOro dHuedanuira (Kierr) 5 Kneny 270
Awnrtutena k Helicobacter pylori Ig A 3 KpoBn 270
Anrtutena k Helicobacter pylori Ig G (komuu.) 3 KpoBn 320
Anrtutena k Treponema pallidum Ig A, Ig G, Ig M (cymm.) 2 KpoBb 145
Anrtutena k Treponema pallidum Ig A, Ig G, Ig M (tutp) 2 KpoBs 145
Anrtutena k Treponema pallidum Ig G (MDA) 2 KpoBs 145
Awntutena k anturedam Toxocara Ig G 5 KpoBs 270
AwntuTena k anturedam ackapun Ig G (kommd.) 5 KpoBs 270
AHTHTENA K aHTUTEeHaM onucTopxoB Ig G 5 Kposb 270
AnTHTENa K aHTUTeHaM TpuxuHenésa Ig G 5 Kposb 270
AHTHUTENA K aHTUTEHaM dXUHOKOKKa Ig G 5 Kposb 270
Amntrrena kiacca [gG k anTHreHaM CTpoHTIIONA03a (Anti-

Strongyloides stercoralis 1gG) oS Kpoee 885
Awnrtutena k Bupycy Varicella-Zoster (Anti-VZV) Ig G 4 Kposb 270
Awntutena k Bupycy Varicella-Zoster (Anti-VZV) Ig M 4 Kposb 330
AuTHTENA K BUPYCY KIleneBoro suuedanura Ig G 5 Kposb 270
AHTHTENA K BUPYCY KilemeBoro sHuedanura Ig M 5 Kposs 285
Amntutena k Bupycy kopu (Anti-Measles virus) Ig G 4 Kposs 285




AwntuTtena k Bupycy kopu (Anti-Measles virus) Ig M 4 Kposs 270
AmntuTena k Bupycy kpacuyxu (Anti-Rubella) Ig G 4 Kposs 285
AmnTtuTena kK Bupycy kpacuyxu (Anti-Rubella) Ig M 4 Kposs 285
AnTHuTENa K BUpYCY KpacHyxH -Ig G- aBuaHOCTD 4 Kposs 345
AwntuTtena k Bupycy naporura (Anti-Mumps) Ig G 6 KpoBn 360
AwntuTena k Bupycy naporuta (Anti-Mumps) [g M 6 KpoBn 360
AwnTtuTeNna k Bupycy npocroro repreca 1 u 2 tunos (Anti-HSV) Ig G 4 Kposb 255
AnTHTENa K BUpYCY mpoctoro repreca 1 u 2 tunos (Anti-HSV) Ig G -

ABUJIHOCTh 4 Kpose 315
AwnTtuTeNa Kk BUpycy npocroro repreca 1 u 2 tunos (Anti-HSV) Ig M 4 Kposb 315
Anrtutena kiacca IgG x Bupycy npocroro reprieca 1 tuna (Anti-HSV- 1 Kposs

119G) 690
Awnrtutena kiacca IgG x Bupycy npocroro repreca 2 tina (Anti-HSV- 1 Kposs

219G) 560
zlAglg)MTena kiacca IgG k repnecBupycy yenoBeka 6 tuna (Anti-HHV-6 105 Kposs c60
glg)mena kiacca IgG k repnecBupycy yenoseka § tuma (Anti-HHV-8 105 Kposs 630
Awntutena knacca IgG k aHTurenam auseHrepuitnon ameosb! (Anti-

Entamoeba histolytica 1gG) A0 5 Kpose 585
AwnTtuTena k Bo30yauTeo KiemieBoro doppenuosa Ig G 4 KpoBs 285
AHTHTENA K BO30YAUTENIO KIleneBoro 6oppenuosa Ig M 4 KpoBs 330
AwntuTena k Bo30yauTeno kokioma Ig G 4 KpoBs 480
AnTtuTena k Bo30yauTento kokmora [g M 4 KpoBs 480
Awntutena k BOb - kancunnsiit anturen (VCA) Ig G 4 KpoBs 285
Amntrrena k BOb - kancuansiii anturen (VCA) Ig G - aBunHOCTD 4 Kposs 285
Awntutena k BOb - kancunnsiit anturen (VCA) Ig M 4 Kposb 285
Awntutena k BOb - pannnii anturen (EA) Ig G 4 Kposb 285
Awntutena k BOb - sinepubiit anturen (NA) Ig G 4 Kposb 270
Awntutena k kanauaa ansoukanc (Anti-Candida albicans) Ig G 5 Kposb 330
Awntutena k aaMonusim Ig A 3 Kposb 170
Awntutena k nsamonusim Ig G (komuy.) 3 Kposb 210
Awntutena k jasmMonusim Ig M 3 Kposb 195
AnTHTENa K MUKOIIa3Me nmHeBMoHus (Anti-Mycoplasma pneumonia)

g G 5 Kposs 270




AnTHTENa K MUKOIUTa3Me mHeBMoHUS (Anti-Mycoplasma pneumonia)

Ig M 5 Kposs 285
AnTtuTena k Mukomiazme xomMuauc (Anti-Mycoplasma hominis) Ig A 5 Kposs 285
AnTtuTena k Mukomiazme xoMuauc (Anti-Mycoplasma hominis) Ig G 5 Kposb 285
AnTHuTeENa K MUKOIIa3Me xoMuHUC (Anti-Mycoplasma hominis) Ig M 5 Kposb 270
AHTHTENa K TOKcomIa3zMe Knacca Ig G 4 Kposb 270
AnTHTENA K TOKCOMIa3me kiacca Ig G - aBuaHOCTh 4 KpoBn 330
AHTHTENa K TOKCcomIa3Me kiacca Ig M 4 Kposb 285
Awntutena k ypearmasme (Anti-Ureaplasma urealyticum) Ig A 5 KpoBs 315
Antutena k ypearnasme (Anti-Ureaplasma urealyticum) Ig G 5 KpoBs 315
Awnrtutena k ypearmasme (Anti-Ureaplasma urealyticum) Ig M 5 KpoBb 350
AwntuTena k xnamuauu nHeBMoHus (Anti-Chlamydia pneumonia) Ig Gi 5 Kposs 240
I:AHTI/ITG.H& K xJamuauu maeBMonus (Anti-Chlamydia pneumonia) Ig 5 Kposs 270
Awntutena k xnamuauu Tpaxomatuc (Anti-Chlamydia trachomatis) Ig

A 5 Kposb 270
Awntutena k xnamuauu Tpaxomatuc (Anti-Chlamydia trachomatis) Ig

G 5 Kposb 270
Awntutena k xnamuauu Tpaxomatuc (Anti-Chlamydia trachomatis) Ig

M 5 Kposb 270
AwnTtuTena k nuromeranosupycy Ig G — aBuaHOCTD 4 KpoBs 330
AnTtuTena k quromeranoupycy (Anti-CMV) Ig G 4 KpoBs 240
AwntuTena k quromeranoBupycy (Anti-CMV) Ig M 4 KpoBs 255
BUY 1/2 + Auturen p24 BUY-1 2 Kposb 270
IMoarsepxnatomuii TecT Ha renatut B (HBs-Ag) 5 Kposb 270
[Moarsepxnaromuii Tect Ha renatut C (Anti-HCV) 5 Kposb 240
Peaxiums npenunuTanuu ¢ TpernoHeMHbM antiurenoMm (PIIP-tecr) 2 Kposb 100
Awnrtutena kiacca IgA k ageroBupycy (Anti-Adenovirus IgA) 10 6 Kposb 650
Awnrtutena kiacca IgG k agenoBupycy (Anti-Adenovirus I1gG) 10 6 Kposb 650
Antutena knacca IgG x audTepuitnoMy aHaTOKCHHY (Anti-

Diphtheria Toxoid%gG)H e ! 2 no 7 Kpose 910
AmnTrrena knacca [gA k anTureHam Yersinia enterocolitica (Anti-

Yersinia enterocolitica 1gA) H0 3 Kpose 460




Antutena knacca IgG x anturenam Yersinia enterocolitica (Anti-

Yersinia enterocolitica 1gG) Ho 3 Kposs 460
Anrurena kiacca IgG k pecnupaTOpHO-CHHIIMTHATIBHOMY BUPYCY

(Anti-Respiratory Syncytial Virus (RSV) 1gG) Ao 6 Kposs 650
Anrurena kiacca [gM K peciupaTopHO-CHHIIUTHATEHOMY BUPYCY

(Anti-Respiratory Syncytial Virus (RSV) IgM) z0 6 KpoBb 650
Peaknus maccuHo# remarrmorunanuu (PIITA) (Treponema ) K

Pallidum Hemaglutination Assay, TPHA) POBb

Amntrrena kinacca [gG k ctonOHsIuHOMY aHaTOKCHHY (Anti-Tetanus

toxoid 1gG) zo 7 Kpose 910
Amntrrena kinacca IgG k Trichomonas vaginalis (Anti-Trichomonas

vaginalis 1gG) 50 6 Kposs 560
Anrtutena knaccoB IgM, IgA, IgG x Mycobacterium tuberculosis,

cymmapho (Anti-Mycobacterium tuberculosis IgM, IgA, IgG, Total) Ao 6 Kposs 1620
[THEeBMOKOKK, BBISIBIICHHE aHTUI'€HAa B MO4Ye, UMMYHOXpoMaTorpadus

(Streptococcus pneumoniae, One step rapid immunochromotographic | 1o 2 Moua

assay, antigen, urinae) 1530
PUFA c ?bmHomd)os_r.mIM JIMarHOCTUKYMOM puKkeTcuid IIpoBaueka 106 Kposb

(Rickettsia prowazekii, IHA) 440
PIIT"A na Opyuemnés 5 KpoBs 285
PIIT"A na Oprounoii Tud (salmonella typhi) 3 KpoBb 150
PIIT"A c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) J0 6 KpoBn 435
PIITA c Shigella flexneri 6 (Shigella flexneri 6, IHA) J0 6 KpoBs 435
PIITA c Shigella sonnei (Shigella sonnei, [HA) J0 6 KpoBs 435
PIIT'A na nepcununos Ig G 5 KpoBs 270
PIIT"A Ha niceBmoTYOCpKYNE3 5 KpoBs 310
PIITA Ha caibMOHEIBI 6,7 KpoBs 285
Tynspemust UODA 7,10 Kposb 285
Maneasn "ToRCH" Kposs 1800
Amntrrena k nutomeranosupycy (Ig G, I[g M), Anturena k BHpyCy 4

mpocroro repreca 1, 2 tunos (Ig G, Ig M), ArtuTena x Bupycy

kpacuyxu (Ig G, Ig M), Anturena k Toxoplasma gondii (Ig G, Ig M)

Haneap ""CKPUHUHT 1JIsl TOCHUTATH3ANNU'" 5 Kposb 540

Anti-HCV (cymm.), Anti-HIV 5, HBs-Ag, PIIP-tect

I P-nuarnocruka

MarepuaJ - KaJ




JHK Helicobacter pylori (kau) 5 Kan 380
[P PHK Enterovirus (xain) 5 Kan 680
[P PHK Bupycos: poroBupyc rp.Al, HopoBHUpYyC 2 reHOTHIIA,

actpoupyc Meronom IIIP B kane 5 Kan 975
Ocrtpsle kuieunsie nHPekuu, [TIP-ckpuHUHT BOCEMU

0aKTEepPHAIBLHBIX M BUPYCHBIX BO30OYIUTENEH OCTPBIX KUIIICYHBIX Io 5 Kan

nHGEKINA B Kajie 1545
MatepuaJ - KJieln

I[HK/PHK Borellia_l burg(_ior_feri sl,_Anaplasma phagocytophillum, 5 Keny

Ehrlichia chaffensis, Erlichia muris 1350
MarepuaJ - KpoBb

Bupyc kpacayxu, onpenenenue JJIHK B cbIBOpoTKE KpOBH Jo0 2 Kposb 540
Bupyc renatura A, onpenenenue PHK B ceiBopoTke kpoBH Jo0 2 Kposb 525
Bupyc renarura D, onpenenenne PHK B ceiBopoTKe KpoBH Jo 2 KpoBb 540
Bupyc renarura G, onpenenenue PHK B ceiBopoTke KpoBH Jo 2 KpoBb 540
Bupyc renarura C, reHOTUIMPOBaHKE 5 KpoBb 915
JHK Chlamydia pneumonia 5 Kpors 320
JHK Mycoplasma pneumonia 5 KpoBn 320
JAHK Toxoplasma gondii 5 KpoBs 240
JHK Bupyca Bapuuemna-3ocrep (VZV) 5 KpoBb 240
JHK Bupyca renatura B (HBV) (kau.) 5 KpoBn 420
JHK Bupyca renatura B (HBV) (komiu4.) 5 KpoBs 975
JHK Bupyca npocroro repreca tu 1, 2 (Herpes simplex virus 1, 2) 5 KpoBs 135
JHK Bupyca npocroro repreca tumn 6 (Human herpes virus (HHV 6) 5 KpoBs 180
JHK Bupyca npocroro repreca tun 8 (Human herpes virus (HHV 8) 5 Kposs 270
JIHK Bupyca Dmreitna-bapp (EBV) 5 Kposb 270
JHK napsoBupyca B19 (kpoBb) 5 Kposb 525
JHK mpromeranoBupyca 5 Kposb 285
PHK Bupyca renatura C (HCV) (ka4.) 5 Kposb 570
PHK Bupyca renatura C (HCV) (kosu4.) 5 Kposb 1485
Jlucrepun, onpenenenue JJTHK B mazme kposu J0 6 Kposb 225
MarepuaJ - Mo4a

JHK Candida albicans 2 Moua 225




JHK Chlamidia trachomatis 2 Moua 225
JHK Mycoplasma genitalium 2 Moua 225
JHK Mycoplasma hominis 2 Moua 150
JHK Neisseria gonorrhoeae 2 Moua 225
JHK Trichomonas vaginalis 2 Moua 225
JHK Ureaplasma (Parvum + urealyticum T960) 2 Moua 225
JHK Bupyca npocroro repreca tun 1, 2 (Herpes simplex virus 1, 2) 2 Moua 225
JHK Bupyca npocroro repreca tun 6 (Human herpes virus (HHV 6)) 2 Moua 225
JHK Bupyca npocroro reprneca tun 8 (Human herpes virus (HHV 8)) 2 Moua 225
JHK muromeranoBupyca (CMV) 2 Moua 225
JHK muromeranosupyca (CMV) konmuecTBeHHbIH 315
Mukobakrepuu Tyoepkynesa, onpeaenenue JJHK B moue Jo 2 Moua 225
MarepuaJ - cocko0bI (YPOreHeTAJIbHbIH TPAKT, COK

NMPOCTATHI, ClIEPMAa, BbINIOTHI, 3¢B, POTOIJIOTKA)

JTHK Bordetella Pertussis (Koktorir) 2 Cocko0 400
JIHK Candida albicans 2 Cockob 240
JHK Chlamidia pneumonia 2 Cocko0 270
JIHK Chlamidia trachomatis 2 Cockob 150
JHK Gardnerella vaginalis 2 Cocko0 270
JHK Mycoplasma genitalium 2 Cocko0 150
JHK Mycoplasma hominis 2 Cocko0 270
JHK Mycoplasma pneumonia (cocko0 u3 3eBa) 2 Cocko0 270
JHK Neisseria gonorrhoeae 2 Cockob 270
JHK Trichomonas vaginalis 2 Cockob 270
JHK Ureaplasma (Parvum + urealyticum T960) 2 Cocko0 270
JHK Ureaplasma Parvum 2 Cockob 150
JHK Ureaplasma urealyticum T960 2 Cockob 150
JHK Bupyca Bapunienna-3octep (VZV) 2 Cockob 280
JHK Bupyca npocroro reprieca tun 1, 2 (Herpes simplex virus 1, 2) 2 Cockob 280
JHK Bupyca npoctoro reprieca tun 6 (Human herpes virus (HHV 6)) 2 Cockob

280




JHK Bupyca npocroro repreca tun 8 (Human herpes virus (HHV 8)) 2 Cocko0 280

JHK Bupyca Dmmreitna-bapp (EBV) 2 Cocko0 210

JIHK B030ynuTesnel KOKJIIoNIa, MapakoKJIoma 1 OPOHXUCENTHKO32a 5 Cocko0 560

JHK BITY (HPV 16,31,33.35,52,58,18,39,45,59,51,56,68,6,11 Tumsi) 2 Cocko0 840

JHK BITY tun 16 (HPV 16) 2 Cockob 210

JUHK BITY tun 18 (HPV 18) 2 Cockob 210

JHK BITY tum 6, 11 (HPV 6, 11) 2 Cockob 210

JHK napsoBupyca B19 (cockob u3 3eBa) 5 Cocko0 470

JHK muromeranoBupyca (CMV) 2 Cocko0 150

PHK sHTEpoBHpYCOB M3 KIMHUYECKOTO MaTepraa 2 Cocko0 770

JlaktobakTepun, onpenenerue JJHK B cockoOe anuTennantbHbIX

KJIeTOK yporenutaibpHoro Tpakra (Lactobacillus spp., DNA, Scrape of | 10 2 OTnensieMoe TOJIOBBIX OPTaHOB

Urogenital Epithelial Cells)* 320

bnennas tpenonema, onpenenenue JJHK B otnensemom (Treponema

f . 2 [TLP

pallidum, DNA, Secretion)* 7o Otzensiemoe, TIT 250
N OrtnensieMoe HOCOTJIOTKY;

Nudnroennia A+b (Influenza A+B, rpumm), aHTUreHHBIH TecT OTIes1eMOe POTOFTOTKH 1800

AJIeHOBUPYC PECIIUPAaTOPHBIH, BBISBICHUE aHTHI'€HA B PECIIMPATOPHOM OtzaensieMoe HOCOTTIOTKH;

TPaKTe OTIenseMoe POTOrIOTKH 1800

MatepuaJj - MOKpPOTa

MuxobakTepun Tybepkynesa, onpeneneaue JJHK B mokpore

. . 2 M

(Mycobacterium tuberculosis, DNA, Sputum)* 1o orpota 530

MatepuaJ - NyHKIIMOHHASA KUJKOCTh

MuxobakTtepun Tyoepkynesa, onpenenenne JJHK B cuHoBHaTBHOM 02 IVHKIHONHAS KIAKOCTE

xuakoctu (Mycobacterium tuberculosis, DNA, Synovial Fluid)* A YHIH A 440

MuxobakTtepun TyoepKynesa, onpenenenue JJHK B cnnHHOMO3T0BOM 02 I TVHKLORHAS SKIIKOCTE

xuakoctu (Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)* A VI A 250

My:kckas nanesb ""Auapoduaop' (15 nokasaresieit) Cocko0 1490

Obmas 6akrepuanpHas macca, Lactobacillius spp., Staphylococcus

spp., Ureplasma urealyticum, Mycroplasma hominis,

Enterobacteriaceae spp. / Enterococcus spp., Candida spp., 3

Gardnerella vaginalis, Streptococcus spp., Ureplasma parvum,
Corynebacterium spp., Trichomonas vaginalis, Mycroplasma
genitalium, Neisseria gonorrhoeae, Chlamydia trachomatis




My:kckas naneqab ""Auapoduiop" (25 nokazaresneii)

Oo6mas 6akrepuanbHas macca, Lactobacillius spp., Staphylococcus
spp., Megasphaera spp. / Veilonella spp. / Dialister spp., Sneathia
spp. / Leptotrichia spp. / Fusobacterium spp, Ureplasma urealyticum,
Mycroplasma hominis, Bacteroides spp. / Porphyromonas spp. /
Prevotella spp, Anaerococcus spp., Peptostreptococcus spp. /
Parvimonas spp., Eubacterium spp, Haemophilus spp., Pseudomonas
aeruginosa / Ralstonia spp. / Burkholderia spp., Enterobacteriaceae
spp. / Enterococcus spp., Candida spp., Gardnerella vaginalis,
Streptococcus spp., Ureplasma parvum, Atopobium cluster,
Corynebacterium spp., Trichomonas vaginalis, Mycroplasma
genitalium, Neisseria gonorrhoeae, Chlamydia trachomatis

Cocko0

2550

Hauneasn "Pemoduiop 16"

Kontposns B3sTHA, 00111ast OakTepuaibHas Mmacca, Lactobacillus spp.,
Enterobacterium spp., Streptococcus spp., Staphylococcus spp.,
Gardnerella vaginalis, Eubacterium spp., Sneathia spp., Leptotrihia
spp., Megasphaera spp., Lachnobacterium spp., Mobiluncus spp.,
Peptostreptococcus spp., Atopobium vaginae, Myc. hominis,
Ureaplasma (Urealyticum + parvum), Candida spp., Myc. genitalium

Cocko0

1800

Ilaneas "TunupoBanue u KoanyecTBeHHOe onpenesenue BITY"

’ 1 i I ’ ’ 1 1 1 ’ i 1 l ’ ’ 1 i ’ ’
AY

Cockob

1150

I1anean "4 nudexknun - Moya'

Chlamidia trachomatis, Mycoplasma genitalium, Neisseria
gonorrhoeae, Trichomonas vaginalis

Moua

680

I1anean "4 nudeKnun - cockoo'

Chlamidia trachomatis, Mycoplasma genitalium, Neisseria
gonorrhoeae, Trichomonas vaginalis

Cockob

680

Ianean "Cay4aiinasg cBs3b keHckas' — cockoo P

Chlamydia trachomatis Mycoplasma hominis Ureaplasma (Parvum +
urealyticum T960) Neisseria gonorrhoeae Candida albicans
Trichomonas vaginalis Bupyc npocroro repreca tu 1,2, BUpyc
MANWLJIOMBI UejioBeKka ThI 16,18

Cocko0

1430

Ilanean "Cay4yaiinasg cBsa3b Myxkckas''— cockoo TP

Chlamydia trachomatis Mycoplasma hominis Ureaplasma (Parvum +
urealyticum T960) Neisseria gonorrhoeae Candida albicans
Trichomonas vaginalis Bupyc npocroro repneca tun 1,2, Gardnerella
vaginalis. Mycoplasma genitalium

Cocko0

1430




ITanean "YporenurajbHbie 3a001eBanus’ (6 mokasareJieii) Cocko0 1130
Chlamidia trachomatis, Mycoplasma hominis, Mycoplasma

genitalium, Ureaplasma (Parvum + urealyticum T960), Neisseria

gonorrhoeae, Trichomonas vaginalis

Ianeas "YporenuranbHuble 3adoneBanus' (10 moka3areseii) Cocko0 1730
uromeranosupyc, Bupyc npocroro reprieca (HSV) tun 1, 2, Bupyc

namwuioMsl yenoseka (HPV) tun 16, Bupyc nanuiomsr yenoBeka

(HPV) Tum 18, Chlamidia trachomatis, Mycoplasma hominis,

Mycoplasma genitalium, Ureaplasma (Parvum + urealyticum T960),

Neisseria gonorrhoeae, Trichomonas vaginalis

AﬂnepronornquKne HCCJICA0OBaAaHUA

Omnpenenenne amneprencnenuuyeckux IgE anturen

Komika, snurenwuii IgE KpoBb 480
Cobaka, snurenwii IgE KpoBb 480
Mornoko kopoBbe IgE KpoBb 480
bepesa IgE KpoBb 480
Kneuy nomarneii oy / IgE KpoBb 480
Kneuy nomarneii nouu / IgE KpoBn 480
Alternaria alternata IgE Kpoeb 480
Aspergillus fumigatus (m3) IgE, ImmunoCAP Kposb 480
CMech aliepreHoB MUKPOCKOITUYECKHUX IpruooB () KpoBs 480
Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP Kposb 480
Jlomanp, nepxots IgE KpoBs 480
Mopckas cBunka, srutenuit (€6) IgE, ImmunoCAP Kposb 480
Kpomnuk, sanurenuit I[gE Kposb 480
Xomsik IgE Kposb 480
Kymxkyr IgE Kposb 480
Coessie 00051 (F14), annepren-crnermpuueckue IgG (Soybean, IgG, Kposb

F14) 480
Awnansiit 6enok (F1), annepren-cnenuduaeckue IgG (Egg White, IgG, Kposs

F1) 480
Awnaneiit xxentok (F75), annepren-cniermudraeckue IgG (Egg Yolk, Kposs

19G, F75) 480
Munnans IgE Kposb 480
Kpa6 IgE Kposb 480




I'penkwit opex IgE Kposb 480
Homunop (£25) IgE, ImmunoCAP Kposb 480
Mopkoss (f31) IgE, ImmunoCAP Kposb 480
Anenscun IgE Kposb 480
Kaprodens (f35) IgE, ImnmunoCAP Kpoen 480
Tpecka, IgE (Codfish, IgE, F3) Kpoen 480
Slonoko (f49) IgE, ImmunoCAP Kpoen 480
[Mmennynas myka, IgE (Wheat, IgE, F4) Kpoen 480
Pxanas myka, IgE Kpoen 480
Bera-nakroans0ymun IgE Kpoen 480
Anba-nakroansOymun IgE Kpoen 480
Kozeun IgE Kpoen 480
Cenbaepeii IgE KpoBb 480
Poxx muoronersss IgE Kposb 480
Ombxa IgE KpoBb 480
Jlemuna oObikHOBeHHas IgE KpoBb 480
Jy6 IgE KpoBn 480
INoneiap oObIKHOBeHHAs IgE Kposb 480
[onopoxuuk IgE KpoBb 480
CwMech ansepreHoB nuiy (apaxuc, QyHayk, Opa3miIbCKuil opex, KOKOC, Kposs 480
MHHJIAJIb)

Aueprocrermdudeckue Ig E k apTukanny, ynbTpakauay 5 Kposb 480
Amneprocrermdudeckue Ig E k 6eHzokanty 5 Kposb 480
Amneprocrermduyeckue Ig E k nmumokanny, KCHIOKanHy 5 Kposb 480
Amneprocrermdudeckue Ig E k mpokauty, HOBOKauHy 5 Kposb 480
Aueprocrerudpndeckue antutena Ig E k rmoreny 5 Kposb 480
Auteprocrerududeckue antutena Ig E Kk KopoBbeMy MOIOKY 5 Kposb 480
Aueprocrermdundeckue antutena Ig E k cmecu 3:1ak0B 5 Kposb 480
Nmmynorno6ynun E o6mmit (Ig E o6mrwit) 5 Kposb 320
Peakitus crienuUIeckoro JU3nca JEHKOIUTOB KPOBH 5 Kposb 250
D03uHODUITBHBIH KATHOHHBIN OEI0K 3 Kposb 480
ITanean Ne 1 (7 nuieBbix ¥ 13 pecnupaTopHbIX AJLJIEPreHoB) Kposn 3740




Alternaria alternata, Dermatophagoides farinae, Dermatophagoides
pteronyssinus, Apaxwuc, bepésa, Komka, JIecHoit opex, JlemmuHa,
Jlomans, Monoko, MopkoBb, Onbxa, [logopoxuuk, [1onbiHb,
[Mmennynas myka, Poxs (nmeuteia), Cmeck Tpas, Cobaka, CoeBble
00051, SInuHbIi GeoKk

I1anean Ne 2 (20 pecnupaTOPHBIX AJLJIEPTEHOB)

Alternaria anternata, Aspergillus fumlg Atus, Cladosporium
herbarum, Dermatophagoides farinae, Dermatophagoides
pteronyssinus, Penicillum notatum, Bepésa, /Iy, Xomsdok, Komka,
Kponuk, Jlemuna, Jlomans, Mopckas cBunka, Onbxa, [TomopokHuK,
Ionbiae, Poxs (meiabia). CMech TpaB. Cobaka

Kposb

3740

Ilanean Ne 3 (20 mUIIEBLIX AJ1JI€PreHoB)

Anenbcun, Apaxuc, ['penkuii opex, Kazeun, Kaprodenns, Kpaosl,
KymxytHoe cems, JlecHoit opex, MunnaibpHbIi opex, Momnoko,
MopxkoBs, ITmennunas myka, Pixanas myka, Cenbaepeit, CoeBble
00061, Tomatel, Tpecka, S1010ku, bl OENOK, STUUHBIN KETTOK

Kposb

3740

[Manean Ne 4 (meguarpuyeckas)

Alternaria anternata, Dermatophagoides farinae , Dermatophagoides
pteronyssinus, Anbga-nakroans0ymuH, bepésa, bera-nakrorno0ynuH,
Borunii aneoymun, Kazenn, Kaprodens, Koika, Jlecnoli opex,
Mornoko, MopkoBb, [Tiiennunas myka, Cmech TpaB, Cobaka, Coebie
00051, STuuHbIi Oesok, SIMYHbIH KenToK, Apaxuc

Kposb

3740

HUccaenoBanue Mo4uu

Ananmz MUHEPAJIBHOI'0 COCTaBa MOYEBOI'O KaMHA

MoueBoit kaMeHb

1800

AHanu3 Mo4d 10 3UMHHUIIKOMY

Moua

170

Benok

Moua

110

HccnenoBanue Mo4yeBoro ocajka mno merogy HeunnopeHnko

Moua

170

MuxpoanbOyMuHypHs (CYyTOUHAs)

Moua

130

OO aHaIN3 MOYH

Moua

150

OO6umwii anann3 moun + Heaunoperko

Moua

210

OmnpeneneHne HAPKOTUYECKUX BEMIECTB B Mode (AMdeTraMuH, KOKanH,
MapuxyaHa, MeramderaMuH, MOpGhUH)

N I RN R )

Moua

420

OTtaHoI (AJTKOr0jh) B MOUE

mno 4

Moua

1040

Kanpimit Moun, kadecTBeHHBIN TecT (mpoba CyrmkoBuUa)

o 3

Moua

140

Anp0yMuH, CyTOYHAs MOYa

Moua

320




Anp0yMuH, pa3oBas MOpIHsS MOYH (C KPEaTHHHHOM H PacueToM

Moua

aJIbO0YMHUH/KPEATHHUH OTHOIIICHHS]) 1 260
I'moko3a, cyrounas Mmoda 1 Moua 260
Kpearunun, cyrounas moua 1 Moua 260
IIpob6a Pebepra (KnupeHe 3HIOTCHHOTO KpeaTHHUHA, CKOPOCTh 1 Movua
KITyOOUKOBOH (hHITbTPAIIHH) 200
Ammaza B MOYE CYTOYHOM WITH IOPIIMOHHON 32 U3MEPEHHOE BpeMsi

1 Moua
(Annha-amunasa, quacTaza MOYH) 230
MoueBuHa, CyTOYHasI MOYa 1 Moua 200
MoueBasi KHCIIOTa, CyTOYHAsi MoYa 1 Moua 200
OOt 6esoK, CyTOYHAs MOYa 1 Moua 260
Kaneimii (Ca), cyrouHast Moda 1 Moua 210
Kanuii (K), Harpuii (Na), cyrounas Mmoua 1 Moua 210
dochop (P), cyrounast moua 1 Moua 210
bera-2-mukporno0ysnuH (B-2-MUKpPOrIIOOYIHH) B MOUue 1 Moua 810
OxkcanaTel, cyToyHasi Moua no 4 Moua 1320
Kanbimii, pasoBasg mopuus Mo4H (C KpEaTHHHHOM U pacyeToM 1 Moua
KaJIbIH/KPEATHHIH OTHOIICHIS) 210
Bernok, pa3oBas noprus MouH (¢ KpEaTHHUHOM M PacyeTOM 1 Moa
HOPMAJIM30BAHHOTO MO KPEATHHHHY ITOKA3ATENIsT) 270
Maruui, cyrodHasi Moua (CyTouHast 9KCKpenusi), 1 Moua 320
Maruuii, pazoBasi OpILUSI MOYH (C KPEAaTUHUHOM M pacueToM
MarHuit/kpeatuHuH otHoteHus) (Magnesium, random urine, with 1 Moua
creatinine and magnesium/creatinine ratio calculation) 570
®ocdop, pasoBast HopIHsA MOUH (¢ KPEATHHUHOM H PAaCUeTOM
HOPMAaJIM30BaHHOTO 10 KpeaTHHUHY Toka3atens) (Phosphorus, random| 1 Moua
urine, with creatinine and phosphorus/creatinine ratio calculation) 320
MoueBas KHCIIOTa, pa30Basi MOPLH MOYH, C KPEATHHHHOM U Pac4eToM 1 Mova
HOPMAJIM30BAHHOTO M0 KPEATHHHUHY TTOK-JIS 300
Oxcanatsl, pa3oBast MOPIHS MOYH (C KPEaTHHIHOM U PaCUeTOM
HOPMAaJIM30BAaHHOTO M0 KpeaTHHUHY moka3zaTens) (Oxalates, random 1o 3 Moua
urine, with creatinine and oxalate/creatinine ratio calculation) 1440
OrneHka pricka KaMHE0Opa30BaHUS - TUTOTCHHBIE CYOCTAHIINU MOYH,
CyTouHast MoJa (KaJbIvid, Maraui, pocdop, oKcamaTel, MOYeBas 103 Moa
KHUCJI0Ta, KPEATUHUH CYTOYHOM MOYHM C PACUETOM CYTOUHOM
SKCKPEIINH) 2300




OmueHka pricka KaMHEOOpa30BaHUsI - JINTOTCHHBIE CYOCTaHIIMN MOYH,
pa3oBast HopIHs Mo4H (KaJIbIUi, Marauii, ¢pocdop, okcanaTel,

MoOYeBasl KHCIOTA, KPEaTHHHUH Pa30BOi TOPLUH MOYH, C PACYECTOM Ao 3 Mota

HOPMAJTH30BAHHBIX [0 KPEATHHUHY MOKa3aTeneit) 2160
HccienoBanue kajia

Kpunrociopuaun napsym (Cryptosporidium parvum), quapeiHblit

cuHApoM, aHTHreHHbIH TecT (Cryptosporidium parvum. One Step 1 Kan

Rapid Immunochromotographic Assay) 720
AneHoBUpYC (MaTepura - Kai) 4 Kan 420
AHanu3 Kajia Ha TU3TPYIIY U CaTbMOHEIIE3 4,6 Kan 330
AmHanu3 Kaja Ha IpocTeHe 1 Kan 180
AHanu3 Kajia Ha CKpBITYIO KPOBb 1 Kan 240
AHanu3 Kajia Ha SiiIa reJbMHUHTOB 1 Kan 150
HccnenoBanue kajia Ha JIAMOIUU 1 Kan 180
HccnenoBanue Ha s3HTEpoOH03 (0e3 3a00pa) 1 Cocko0 180
HccnenoBanue Ha SHTEpoOH03 (¢ 3a00pom) 1 Cocko0 180
KanbnporekTrH QekanbHbIi 10 Kan 3500
Komporpamma 1 Kan 230
Omnpenenenue namonusi-anturena Giardia lamblia (anturen

JSMOIIN03a UeII0BEKA) 4 Kan 410
OmnpeneneHue aHTUTEHa POTABHpYyca YelOBEKa 4 Kan 350
CopeprxaHue yriieBoJIOB B Kalie no3 Kan 780
Onacraza 1 (D1), nankpeatuueckas snacrasza 1 10 6 Kan 2250
Anbha-1-aHTUTPUTICHH B KaJje 1o 8 Kan 1670
I/ICCJ'ICHOBaHI’Ie OoTACJIACMOI'0O IT0JIOBBIX

OpraHoB

HUccnenoBanue cexpeTa NpeCTaTeNbHOM XKeme3bl (COK IPOCTATHI) 2 Cekper npecTaTenbHOM Kene3bl 210
MHKpPOCKOIIMYECKOE HCCIEeI0BaHHE MAa3KOB U3 YPOT€HUTAIEHOTO

TpaKIT) . a M 2 Masok 290
MI/IKpOCKOHI/I‘I. HCCJICA0BAHUC HA

MHUKO3bI U 1€MOJACKC

HccnenoBanue BOIOC HA TPHOBI 2 Boocsl 180
HccnenoBanne HOTTEBBIX TUIACTUHOK HA TPHOBI 2 HorreBble 1aCTUHKA 180
VccrnenoBanue pecHUI Ha 1eMOJECKC 2 Pechutpt 180




HccnenoBanue COCKOOOB KOXKHU Ha TPUOBI 2 Cock0o0 KOXH 180
HccnenoBanne cocko00B KOXKH Ha JEMOJIEKC 2 Cocko0 KOXH 300
Ma3sok u3 3eBa / Hoca / yxa Ha TpHObI 2 Masok 180
MUuUKpOCKOIHS ¥ ITOCEeB Ha Iapa3uTapHble rpuobl (koxa) (Parasitic

. . 1o 24 Koxa
Fungi, Microscopy and Culture (skin)) 1700
MHUKpOCKOIHS U TIOCeB Ha mapasutapHbie Tpudsl (Hortr) (Parasitic

F.) . P _p p ( ) ( 1o 24 Hortu
Fungi, Microscopy and Culture (nails)) 1700
BaKTepno.}Iornqecm{e HCCJICA0BaAaHUA
AHanu3 Kana Ha TUcOaKTepro3 5 Kan 740
HccnenoBanue kana Ha YCIOBHO-NIATOTCHHBIC SHTEPOOAKTEPUU 5 Kan 270
HccnenoBanue kaina Ha SHTEPONATOr€HHBIE SIIEPUXUU 5 Kan 270
[ToceB KpOBU Ha TEMOKYIIBTYPY 10 KpoBs 380
IToceB KpoBH Ha CTEPHIIBHOCTD 10 Kposs 410
[ToceB MouM Ha MUKPO(]IOPY ¥ YYBCTBUTEIBHOCTh K aHTUOMOTHKAM 4,6 Moua
[ToceB Ha rOHOPEO U YyBCTBUTENBHOCTh K aHTHOMOTHKAM 4 Maszoxk 360
I[Toces Ha nudrepuro u3 3eBa / Hoca 4,6 Maszoxk 350
[ToceB Ha 30J10TUCTHIN CTAPUIOKOKK U YyBCTBHTEILHOCTD K

2 Ma3oxk
aHTHOMOTHKAM (M3 3eBa / HOCA) 380
INoceB Ha xaHANAA aBOMKAHC M YYBCTBUTENBHOCTD K
4 Ma3zox
AHTUMHIKOTHYECKHM MPEernapaTam 380
[oceB Ha KOKIIOLI, MAPAKOKJIIONI (M3 3eBa / HOCA) 57 Ma3zok 440
[oceB Ha MHKOILIa3My U YyBCTBHTEILHOCTh K aHTHOMOTUKAM 3,4 Ma3zok 420
[oceB Ha MUKPOGIIOPY U UyBCTBUTEIHLHOCTh K aHTHOMOTHUKAM 4,6 Ma3zok / cockod / Mo4a U mp. 540
IToceB Ha MUKPO(DIIOPY U YyBCTBHTEIBHOCTh K AaHTUOMOTHKAM +
podtopy u uys 4,6 Ma3zok / cocko0 / Mo4a U mp.
TPHOBI 590
[ToceB Ha yperia3My U 4yBCTBUTEIBHOCTh K aHTHOMOTUKAM 3,4 Ma3sok 420
[Mocen xana na nepcunanu (Yersinia enterocolitica, mepcuHNO3, 013 Ka
1
ONpe/IENICHAE TYBCTBHTEIBHOCTH K AHTHMHUKPOOHBIM TIPEIapaTaM ! 1350
IMoces kana Ha kammuiobakrep (Campylobacter spp.) 10 6 Kan 1320
[Moces Ha xnoctpumun (Clostridium difficile) no7 XKemup (omna moprws); Kan 1400
Toxin A Clostridium difficile, mceBmoMeMOpaHO3HBII KONHT,
aaturenHsid TecT (Toxin A Clostridium difficile. One Step Rapid 1 Kan
Immunochromotographic Assay) 720
[ToceB Ha MEHHHIOKOKKH, Ope/eIeHHE YYBCTBHTEIBHOCTH K
mo 7 | Jlukeop; OTaenseMoe HOCOTIIOTKA

AQHTHMHUKPOOHBIM IpernapaTaM 600
IMocer Ha OeTa-reMONMTHYECKUIA CTPEITOKOKK IPYIITBl A 1o 7 OtaenseMoe pOTOTJIOTKH 630




[oceB Ha OeTa-reMONNTHIECKHI CTPENITOKOKK IpyIIisl B Jo 7 OtnensieMoe MOJOBBIX OPraHOB 690
[Toces na xumeunyto nanouky (Escherichia coli O157:H7,
SIIEPUXHNO03), ONPEeICHIE TyBCTBUTEILHOCTH K aHTUMHUKPOOHBIM 10 6 Kan
npenaparam 920
JucOakTepro3 KUIIEYHHKa, ONpeie/ieHHe YyBCTBUTEIEHOCTH K i Kax
OakTeprodaram
[Tocer Ha Biaranuminyro Tpuxomonany (Trichomonas vaginalis, OrtaensieMoe MOJIOBBIX OPTaHOB;
TPUXOMOHHA3) i CekperT npocTatbl; DSIKYIST

I'noit; JIlukBop; Otnensemoe

TIOJIOBBIX OPTaHoB; DKCCY/aT;
[oceB Ha aHa’pOOHYIO MUKPOQIIOPY, ONpeeIeHie YyBCTBUTEILHOCTH Oskynsr; OTaensieMoe paHsbl;
K aHTUMHUKpPOOHBIM TipeniaparaM (Anaerobic Culture. Bacteria 109 | IlyHkuuonHas xunkocTh; Cekper
Identification and Antibiotic Susceptibility Testing) npoctatel; CoaepxumMoe

aobcnecca; Conepxxumoe
pHbuIRTnaTa: ThaHCCVIAT 1050
[ToceB Ha MaTOreHHYIO KUIIEYHYIO (IIOpY 0 5 Kan 780
[ToceB Ha MaTOreHHYIO KHIIEYHYIO (IIOPY, ONpeaeieHre
YYBCTBUTEINHHOCTH K aHTUMHKPOOHBIM IIpernapaTam 5o 6 Kan 975
OtaensieMoe MOJIOBBIX OPTaHOB;

IToceB ruHEKOIOrNYECKOro MaTeprala Ha JIMCTEPUH o7

CeKper MPOCTATHL; DSKYIST 690

[ToceB paHeBOro OTAEISIEMOro U TKaHeH Ha MUKPOQIIOpY,
olperiesieHHe YyBCTBUTEIBHOCTH K aHTUMUKPOOHBIM IIpernapaTam

I'noit; OtaensiemMoe paHsl;
Conepxxumoe abcerecca;
Conepxumoe HHPUIBTPATA;
Tpanccynat; DKceynar

[ToceB rpyaHOro Mojoka Ha MUKpO(MIIOpY, OnpeaecHue
YyBCTBUTEIBHOCTH K aHTUMUKPOOHBIM ripenapaTam (Breast Milk
Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)*

I'pynnoe monoko

IToceB >xemun Ha MUKPOGIIOPY, ONPEAEICHHE YyBCTBUTEILHOCTH K
AHTUMHKPOOHBIM IIpenaparam

Kemas (omHa TIOpIIHS)

IToceB oTaenseMoro BEpXHHUX JbIXAaTEIbHBIX IyTeH HA MUKPODIIOpY,
OIIPEIEIIEHIE YyBCTBUTEILHOCTH K aHTUMHUKPOOHBIM TperapaTam

OrtaensieMoe HOCOTJIOTKH;
OTtnenseMoe pOTOTIOTKH

CTpenToKOKK TpyHIbl A

OTtnenseMoe pOTOTIOTKI

CTpenToKOKK TpyNIEl B, aHTUTeHHEIH TecT

OTZ[@JISIGMOC ITIOJIOBBIX OPT'aHOB

[oces otaensieMoro riia3 Ha MUKPOQIIOpY, OMpeeIICHIe
YYBCTBHTEIHHOCTH K aHTHMHKPOOHBIM ITperapaTam

OtmensgseMoe ri1asa

IToceB Ha MHKPOGUIOPY OTAETSIEMOrO MTOJOBBIX OPTaHOB, ONPEEIICHUE
YYBCTBUTEIBEHOCTH K aHTUMUKPOOHBIM IIpenapaTaM

OtensieMoe MOJIOBBIX OPraHOB;
CeKpeT mpocTaThl; DSIKYISAT




[ToceB ornensemoro yreit Ha MEKpOGJIIOpY, ONpeaeIeHe
YYBCTBUTEIHEHOCTH K aHTHMUKPOOHBIM IpenapaTaM

OrtgenseMoe yxa

[oceB myHKIMOHHOTO MaTepuaia Ha MUKpo(dIIopy, onpeneneHne
YYBCTBUTEIHEHOCTH K aHTHMUKPOOHBIM IIpenapaTaM

JIuxBop; IlyHKIIMOHHAS )KUAKOCTD

[ToceB MOKPOTHI ¥ TPaXeOOPOHXUATEHBIX CMBIBOB HA MUKPOQJIIOPY,
OIpEJICIICHUE YYBCTBUTEILHOCTH K aHTUMHUKPOOHBIM TIperapaTam u
MHKPOCKOIMEN Ma3Ka

Mokpota; OTaenseMmoe HUKHUX
JIBIXaTeJIbHBIX MyTeH

[oceB Ha OeTa-reMONNTHYECKHIA CTPENITOKOKK IpymIisl B

OrtnenseMoe TOJOBBIX OpraHoB

[oceB Ha OeTa-reMOJMTHYECKHIA CTPENITOKOKK TPYIITBI A

OrtaensieMoe pOTOrJIOTKU

[ToceB kpoBU 1 OMOKMIKOCTEH Ha a9POOHYIO U aHADPOOHYIO
MUKpOdIIOpy, OnpeneseHne YyBCTBUTEIEHOCTH K aHTUMUKPOOHBIM
npenaparam

JluxBop; ITyHKITMOHHAS KUAKOCTB;
IenbHas KpoBb

Kpunrocnopunuu mapeym (Cryptosporidium parvum) 1 Kan 720
HI/ITOJ'IOFI/I‘IGCKI’IQ HCCJICA0OBAHUA

Martepuai 11 UCCIECI0BaHUs -

aCMUpAT MOJOCTH MATKH;

Marepuan ayis uccieaoBaHus -
['ucTonoruueckoe Uccie0BaHue OHONICUIHOIO MaTepuaia u Ouorncust koxxu; MaTtepuan ajs
MaTepHaia, HOJIy4eHHOro IPH XUPYPrUIeCKHX BMELIATENbCTBAX ( WCCIIEI0OBaHUs - OMOTICHST KOCTHOI
3HJOCKOIMYECKOr0 MaTepUalla; TKAHEHN KEHCKOU I10JIOBOM CUCTEMBI; 5,10 TKaHu; Martepuain [yuist
KOXH,MATKHX TKaHEH; KpOBETBOPHOHU M JIMM(OUIHON TKaHEH; KOCTHO- UCCIIeI0BaHus - OUOTICHs
XpALIEBON TKaHU nuMdounaHoN TKanu; Matepuain

JUISL KICCIIEIOBaHUsI - OUOTICHS
MATKo# TkaHu; [Ipon3BonbHbIN 1475
GuonaTenuan

HUccnenoanue konyca meliku matku (The examination of cone of 5 10 Konyc mietiku matku; Cocko0
cervix) ' I[[EPBHUKAIBLHOTO KaHAIA 1425
I'ucronoruveckoe uccie0BaHue mpenapara / TKaHe xKemynka 5,10 Buonrar 1425
Kunkocrrnas uutonorus. LluTonoruyeckoe uccieroBaHue
GHoOMATEpHANA [ICHKHA MATKH. 10 Maszox 1425
HccnenoBanue cekpeTa MOIOYHBIX KENE3 3 CekpeT MOJIOYHBIX JKelie3 210
Ma3zok u3 3eBa / Hoca Ha 203UHO(HITBI 2 Ma3sok 135
Ma3ok Ha aTUIMHUYECKHUE KICTKH 3 Ma3zok 225
Masoxk-orreuatok Ha Helicobacter pylory 5 Kan 165
Ma3zok-0Tre4aToK Ha akaHTonuTuueckue kietku (Tianka) 2 Masok 200
[{uronoruveckoe UCCIEIOBAHNE TyHKTATA 5,10 IyHkTat 360
HUccnenoBanne moun (Examination of Urine) o3 Moua 290




HccnenoBanne TpaHccynaToB, 3kccynaToB, cekperoB (Examination of

I1
Transudates, Exudates, Secrets) zo 3 YHKIHOHHA AKIKOCTH 290
HUccnenoBanne mokpots! (Examination of Sputum) J0 3 Moxkporta 290
HUccnenoBanue myrkratoB koxku (Examination of Punctates: Skin) 1o 3 ITynkTaT KOXHU 1500
ﬂeKapCTBeHHblﬁ MOHHUTOPHUHI
®enobapouran (Jlromunan) (Phenobarbitalum) 1 KpoBn 2650
®enuronn ([ndenun, Annantun) (Phenytoin) 1 Kposb 1200
Banbmnpoesas xucnora ([lenakun, Konsynekc) (Acidum Valproicum, 1 Kposs
Depakin, Convulexs) P 1200
Kap6amazenun (®unnencun, Terperon) (Carbamazepine, Tegretol) 1 KpoBb 2650
Huxnocnopun (Cyclosporine, Cyclosporine A, Sandimmune) 1o 4 KpoBb 790
Takponumyc (Ansarpad, [Iporpad, [Iporonuk, Takpocen) (FK506, 04 KDoBE
Advagraf, Prograf, Protopic, Tacrosel) ! P 1500
Jlamorpumkun (Lamotrigine) no 4 KpoBb 3360
JleBerupaneram (Levetiracetam, Keppra®) no 4 KpoBb 3360
Jlurwii (Li) B ceiBopotke kpoBu (Lithium (Li), serum) no 4 KpoBb 1050
Apyrue
1303HEL '*C-ypea3nsrii geixarensusnii Tect (*C-Y AT, 13C-Urea 04 poBLl BLLILIXACMONo BO VXA
Breath test, UBT). Beisieiaenue nnbekunn Helicobacter pylori ! P ! X 2350
JIlnarsocruyecKkue nmaHesu
ITanean "BepeMeHHOCTD' Kposb 950
Bupyc mpocroro reprneca 1 u 2 tuna Ig G (xox), L{utomeranosupyc Ig 5
G (xom), Kpacnyxa Ig G (xom), Tokcomna3zma Ig G (ko)
Ianeas "/Inarnocruka anemMuii" Kposb 2500
O6umwit ananmus kposu +COD, JlefikonuTapHas Gopmyia,
PeruxymonuTsl, XKene3o, XKemezocBs3piBaromas criocoOHOCTb 5
ceiBOpoTKH, Tpancdeppun, @epputun, Buramun B12, ®onuesas
KHCIIOTa
Maneas "Kapauopuck" Kposn 1100
AJIT, ACT, JIAT', Kpeatunkunasa, Tpuriaunepunsi, X0oIeCTepHH, 3
Xonecrepun JIIBII, Xonecrepun JIITHII, Kanuii, Hatpuii, Xnopuasl,
C-peaktuBHBIN Oen0K, [IporpombuHOBOE Bpemss +MHO
IManeas "JInnuanblii craTyc" Kposn 260




Xonecrepun, Xonecrepus JIIIBII, Xonectepun JIITHII, Xonecrepun
JIIIOHII, Tpurnunepuasl, UHIEKC aTEpOreHHOCTH

Ilanean ""O0cae10BaHNE CHCTEMBI MHIIEBapeHus "

AJIT, ACT, I'TTII, O6mmii 6enok, Ans0ymuH, Anbda-ammasa,
[lenounas gocdarasza, bumupyoun obmmii, Bumupyoun mpsimoit, AT K
XeJIMKODaKTep MUIOPH (KOJIKY), KOIPOrpaMMa

Kposs + xan

900

Haneasp "Onepanuonnas'

OO6mmmit ananu3 kposu +COD, I'pynma kpoBu-+pesyc daxrop, O0mwmii
ananu3 mouu, ACT, AJIT, Kanuii, Hatpuii, Xnopunsl, Kanpuuit,
Bunupyoun obmwuii, ['moko3a, Oomwmii 6enok, Kpearnnun, MoveBuHa,
IIporpombunoBOE Bpems + MHO, ®udpunoren, AUTB,
Anturpom6Oun 3, AT k BUY 1,2, AT x Treponema pallidum, HBs Ag,
antu —HCV

Kposs + Moua

2600

Ilanean '"PeBmMaTnueckasn'

OOuwmit ananu3 kposu, COD, O6muii 6enok, PudpunoreH, benkopbie
¢pakuun, Aarucrpentonuzud-O, PeBmaTonnuelii ¢pakrop, C-
DEAKTHBHBII OSIIOK

Kposb

1300

[Hanean "®yaknusa neyenu"

AJIT, ACT, T'TTII, bunupyoun oOwuit, bruinpyouH npsiMoi,
menouyHas docdarasa, anL0yMHUH, 00ILIMIA OET0K

Kposb

550

Ianeas "lllnToBuaHAas xKeae3a"

T3 cBoOonusiit, T4 cBoboauslit, AuTH-TIIO, Tupeornodyaun, TTT,
O6nmii T3, O6mmii T4, AHTHTENA K THPEOTJIOOYIMHY

Kposb

2100

I/IMMyHOFI/ICTOXI/IMH‘{eCKI/Ie
HCCJICAOBaAHUS

MMMYyHOIrMCTOXMMHUYECKUI CKPUHUHT paKa IEHKN MAaTKH —
HCCIEZ0BaHUE IBYX MapKepoB Ul paHHEH JUarHOCTUKU AUCIIIA3HHU C
BBICOKOU CTETICHBIO pUCKa o310kadecTBiIeHus: pl6INK4a + Ki-67
(buomarepmai, GpukcupoBanHblil B hopmanunoBoM O0ydepe) (Cervical
Cancer — Study of Two Markers for Early Diagnosis Dysplasia with
High Risk Malignancy: p16INK4a + Ki-67, Immunohistochemical

Screening (Fixed Biomaterial in Formalin Buffer))

no 7

Monounas xeine3a;
IIpou3BoneHBIN OHOMaTepral

8300




VMMyHOIHCTOXMMHUYECKUI CKPUHUHT paKa IEWKH MaTKU —
HCCIIEIOBAaHHE IBYX MapKepoB Ul PaHHEH TUarHOCTUKY JUCILUIA3UU C
BBICOKOM CTENEeHbIO prcka o3nokadecTsieHus: pl6INK4a + Ki-67

Moimounas xenesa;

(bunomarepmai, pukcupoBaHHEIN B TapaduHoBoM Oioke) (Cervical no 7 .
. . L [IpousBonbHBII OHOMaTepran
Cancer — Study of Two Markers for Early Diagnosis Dysplasia with
High Risk Malignancy: p16INK4a + Ki-67, Immunohistochemical
Screening (Fixed Biomaterial in Paraffin Block)) 8300
Acnupat nonoctu Matku; buonrar
CIIN3UCTOM JKEITY0YHO-KHUIIEYHOT'O|
Pak MonmouHoO# *ene3bl — KOMIUIEKCHBI MIMMYHOTUCTOXUMUYECKUI TpakTa, pukcupoBaHHbIil B 10%
npoduis (Onomartepuan, (GUKCUPOBAHHKIN B (hopMairHOBOM Oydepe) 107 3a0ydepeHHOM pacTBOpE
(Breast Cancer, Immunohistochemistry, IHC (Formalin-Fixed (dhopmanuna; MojouHas xenesa,
Biomaterial)) [Taiinens - GuonTaT CIM3UCTOH
Tena MaTky; [Ipon3BoIIBHBIM
OouomaTepuan 16700
Pak MOJIOYHOM K€71€3bl — KOMIUIEKCHBI UMMYHOTUCTOXUMUYECKUAN Acnupat MoocTH MaTKH;
npodwis (Oomarepuai, GUKCUPOBAHHBIA B Tapa)MHOBOM OJIOKE) 07 Mornounas xenesa; Ilaiinens -
(Breast Cancer, Immunohistochemistry, IHC (Paraffin-Embedded A OHOIITAT CIM3UCTOM Tella MAaTKH;
Tissue Block)) IIpoM3BOIIBHBIN OHOMAaTEpHAI 16700
PenienTopsl K 3CTporeHaM M MporecTepoHy, IMMYHOTHCTOXUMHYECKOEe Acmypar moJ0CTH MaTKy;
uccnenoBanue (Estrogen and Progesterone Receptors, no 7 Monounas xene3a; [lainens -
Immunohistochemical Study) OUONTAT CIM3NCTOM TeJla MATKH 6900
PenieniTops! K 3CTporeHaM U MporecTepoHy, IMMYHOTHCTOXUMHYECKOEe
1 P p p POHY. . i AcnHpar I0JI0CTH MaTKH;
uccrienoBanue (Onomarepualn, GUKCUPOBAHHbBIN B Mapa)uHOBOM N
. . o 7 Monounas xene3a; Ilaiimens -
onoke) (Estrogen and Progesterone Receptors, Immunohistochemical N
. : L . OuonTaT CIM3HUCTON Tela MaTKH
Study (Fixed Biomaterial in Paraffin Block)) 7100
Ki-67 (MIB-1) skcmpeccusi, HIMMyHOTHCTOXHMHYECKOE UCCIIEIOBAHME:
OIIeHKa IpOoNu(epaTHBHON aKTUBHOCTH 110 dKcnpeccnu Ki-67
(buomarepmain, GpukcupoBanHsblii B hopmaanHoBoM Oydepe) (Ki-67 07 Monounas xemnesa;
A

(MIB-1) Expression, Assessment of Proliferative Activity by
Expression Ki-67, Immunohistochemical Study (Fixed Biomaterial in
Formalin Buffer))

IIpou3BoneHBIN OHOMaTepral

5400




Ki-67 (MIB-1) skcripeccusi, IMMYHOTMCTOXHUMHUYECKOE UCCIIEOBAHUE:
OlIeHKa Ipor(epaTHBHON aKTUBHOCTH 110 AKctipeccuu Ki-67
(bmomarepmai, pukcupoBaHHbIH B napaduHoBoM O1oke) (Ki-67 (MIB
1) Expression, Assessment of Proliferative Activity by Expression Ki-
67, Immunohistochemical Study (Fixed Biomaterial in Paraffin
Block))

o 7

Momounas xenesa;
[IpousBonbHBII OHOMaTepran

5400

HER2/neu skcnpeccusi, HER2-cratyc, IMMYHOTHCTOXUMHYECKOE
uccnenoBanue, UI'X (Gnomartepuan GpUKCHpOBaHHBIN B
dbopmanmunoBom Oydepe) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))

o 7

Monounas xeine3a

5300

Omnpenenenne HER2 craTtyca omyxomu MeToA0M
nmMmyHodIyopecueHTHoi ruopuau3anuy in situ (FISH)
(Determination of HER2 Status of Tumor, Fluorescence In Situ
Hybridization)

1o 19

[MTapadurHOBEII O6JI0K + CTEKIIO

24000

Pak npecraTennbHOMN JKee3bl — KOMILICKCHOE
UMMYHOTHCTOXUMHYECKOE UCCIICIOBAHUE C OIICHKOH DKCIPECCHH:
anbga-mermwianmi-KoA-pauemassl (P504S, AMACR),
[IUTOKEPATHHOB BHICOKOT0 MoJieKyIsipHoro Beca (34BE12), 6enka p63
(Prostate cancer — complex immunomorphological examination using
assessment of the expression AMACR, high molecular weight
cytokeratin (34BE12), p63)

mo 8

buonTat npeacraTenbHON Kene3bl,
(huxcupoBannsbiii B 10% pactBope
3a0ydepenHoro popmaniHa

12100

Pax npencrarenbHOM Xkele3bl — KOMILUIEKCHOE
HMMMYHOTHCTOXMMHYECKOE UCCIIEIOBAaHUE C OLIEHKOH YKCIIPECCHH:
anbga-mermwianmi-KoA-pauemassl (P504S, AMACR),
LIUTOKEPATUHOB BBICOKOT0 MosekyispHoro Beca (34BE12), 6enka p63
(Prostate cancer — complex immunomorphological examination using
assessment of the expression AMACR, high molecular weight
cytokeratin (34BE12), p63)

mo 8

[NapaduHoBbIit 6510k ¢ OMONTAaTOM
MIPECTAaTENHON JKENE3bl

12100

HER2/neu skenpeccusi, HER2-cratyc, IMMYHOTHCTOXUMHYECKOES
uccnenoanue, UI'X (Guomatepua, GUKCUPOBAHHBIN B napaduHOBOM
onoke) (HER2/neu Expression, HER2 Status, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

no 7

Monounas xeie3a

5300

VIMMyHOTHCTOXMMHUYECKas TUATHOCTHKA XPOHHYECKOTO SHAOMETPUTA
— BBISIBIICHHE TuTa3MaTrdeckux kietok (CD138) (buomarepunan,
¢ukcupoBanHslii B GopmamrmaOoBOM Oydepe) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical
Diagnosis (Fixed Biomaterial in Formalin Buffer))

o7

[Ipou3BoneHBIN OHOMaTepra

5400




€ SHIIOMeTpHTa — BRISIBJICHHUE TU1a3MaTHYecKux KieTok (CD138)
(bnomarepmai, pukcupoBaHHbIN B mapaduHoBoM Oisoke) (Chronic
Endometritis, Identification of Plasma Cells CD138,
Immunohistochemical Diagnosis (Fixed Biomaterial in Paraffin
Block))

o 7

[IpousBonbHBII OHOMaTeprai

5400

VIMMyHOTHCTOXMMHIYECKOE HCCIIeIOBaHIE MapKepa paHHEH
JIMarHOCTHKY JINCIUIa3HUHY C BHICOKOM CTENEHBIO pHCKa
oznokauectsienus: pl6INK4a (onomarepuan, prkcHpoBaHHBIN B
¢dopmanunoBoMm Oydepe) (Early Diagnosis Marker of Dysplasia with
High Risk Malignancy: p16INK4a, Immunohistochemical Study
(Fixed Biomaterial in Formalin Buffer))

o 7

Momounas xenesa;
[IpousBonbHBII OHOMaTepran

4700

VIMMyHOTHCTOXMMHYECKOE HCCIIeIOBaHUE MapKepa paHHeH
JIMarHOCTHKY JICIUIa3MU C BBICOKOM CTENEHBIO pHCKa
osnokauecteienus: pl6INK4a (6nomarepuan, pukcHpoBaHHBIN B
napagunoBoM 61oke) (Early Diagnosis Marker of Dysplasia with
High Risk Malignancy: p16INK4a, Immunohistochemical Study
(Fixed Biomaterial in Paraffin Block))

o 7

MonouHas xeie3a;
[Tpon3BonbHEIH OHOMaTepHa

4700

Nmmynoructoxumudeckoe (MI'X) nccnenoBanue: AMarHOCTHKA

nuMbonponuepaTHBHBIX 3a00eBaHmid (OnOMaTepra, 3aKITFOYCHHbIH

B napaduHoBsiii 0110Kk) (Immunohistochemical diagnosis of
lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

mo 11

[TpousBosnbHEI OHOMaTepHal

21850

Nmmynorucroxumudeckoe (MI'X) uccrnenoBanue: JHarHOCTHKA
nmumMorponudepaTuBHbIX 3a0oneBanuii (Onomarepuan,
¢ukcupoBanHbiii B popmanunoBom Oydepe) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in
Formalin Buffer))

mo 11

[IpousBonbHbBII OHOMaTepUan

21850

Nmmynorucroxumudeckoe (M1'X) uccrienoBanme: JHarHOCTUKA
TUCTOr€He3a METAaCTa3oB IIPU HEYCTAHOBJICHHOM IIEPBUIHOM OYare
(cTIexkTp MapKepoB [Tl BRISIBJICHUS TKAHEBOH MMPHHAIC)KHOCTH)
(bromaTepmai, 3aKIFOYSHHBINA B MTapa(UHOBEII OJIOK)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primarv origin (Tissue Embedded in Paraffin Block))

mo 11

IIpou3BoneHBIN OHOMaTepral

21850

Nmmynorucroxmmudeckoe (MI'X) ucciienoBanme: qHarHOCTHKA
TUCTOTr€HE3a METACTa30B IPU HEYCTAHOBJIICHHOM IIEPBUYHOM OYare
(cTIeKkTp MapKepoB TSI BRISIBJICHUS TKAHEBOH MTPHHAIC)KHOCTH )
(bnomatepuain, GpUKCHpOBaHHEIN B (popMaTrHOBOM Oydepe)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Fixed Biomaterial in Formalin Buffer))

mo 11

[Ipou3BoneHBIN OHOMaTepra

21850




JuddepennmansHas 1MarHOCTHKA MEJTAHOMBI,
nmmyHorucroxummdeckoe (MI'X) ncenenoBanune, oleHKa SKCIIPECCHT
S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of
malignant melanoma using assessment of the expression S-100,
Melan A (MART-1), HMB-45, SOX-10)

no 11

19200

JuddepennmansHas 1MarHOCTHKA MEJIAaHOMBI,
nmmyHorucroxummdeckoe (UI'X) nccnenoBanune, oleHKa SKCIIPECCUT
S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of
malignant melanoma using assessment of the expression S-100,
Melan A (MART-1). HMB-45, SOX-10)

mo 11

19200

HNMMmyHOrHCTOXMMHYECKOE UcciienoBanue (1 Mapkep): yTouHsIoIee
UI'X-uccienoBanue ¢ UCIONb30BaHKEM 1 aHTUTEIa (Mapkepa)

mo 11

1700

HccnenoBanue kaproTuma (KOJTMICCTBEHHBIC U CTPYKTYPHBIC
a"HoMaauu xpomocom) (Karyotype)

no 17

Kposb

7600

I'eHeTHKA

OHKoOreMaToJIoruuecKue uccJaeq0BaHus

LluToreHeTHueCcKHii aHAIN3 KIJIETOK KOCTHOIO MO3Ta (KapUOTHIT)
(Cytogenetic analysis of bone marrow (karyotype))

mo 8

ITyHKTaT KOCTHOM TKaHU

7500

Amnanuz xumepnoro rena BCR/ABL - t(9;22), onpenenenue Tuma
tpaHckpunta BCR/ABL rena - [P, kauectB. (Analysis of chimeric
gene BCR-ABL - t(9;22), assessment of the BCR-ABL gene transcript
type, PCR, qualitative)

mo 10

Kposb

1900

Amnanu3 oTHocHUTeNbHOI dKcnpeccun rena BCR/ABL -konnuectBeHHas
RQ TILIP (TILIP B peanpHoM Bpemenu, konud.) (Analysis of the
BCR/ABL relative expression, RQ-PCR, quantitative)

mo 10

Kposb

4700

HUccnenoBanue myrarmonHoro cratryca BCR-ABL rena (Meton
npsimoro cekBeHupoBanus o Crnarepy) (BCR-ABL1 Mutation
Analysis using direct Sanger sequencing, gualitative)

1o 24

Kposb

9300

Awnanu3 xumepnoro rera BCR-ABL (FISH, konuu.) (Analysis of
chimeric gene BCR-ABL, FISH, quantitative)

mo 8

IIyHKTaT KOCTHOM TKaHU

10450

Amnanu3 xumepnoro rena BCR-ABL (FISH, konun4.) (Analysis of
chimeric gene BCR-ABL (FISH, quantitative))

mo 8

[Ipemapat/mazox

10450

Amnamms niepectpoek reHa FGFR1 (FISH, komnd.) (Analysis of gene
rearrangements FGFR1 (FISH, quantitative))

mo 8

Kposb

10450

Anamms niepectpoek reHa PDGFRB(FISH, kommd.) (Analysis of gene
rearrangements PDGFRp (FISH, quantitative))

mo 8

Kposb

10450

Amnam3 xumepsoro reaa FIP1L1/PDGFRa(FISH, konuud.) (Analysis
of chimeric gene FIP1L1/PDGFRa (FISH, quantitative))

o 8

Kposs

10450




Amnanmms mytanuii B 12 sx3oue JAK?2 rena (ITLP, kau.) (Analysis of

JAK2 Exon 12 mutations (PCR qualitative)) 70 24 KpoBb 4700
Amnanmms mytarun u aenenuu B reie MPL (I[P, ka4.) (Analysis of 24 KooBi,
MPL gene mutations, deletions, (PCR qualitative)) o po 4700
Amnanus myrtanuii, nenermit, nacepruii B rere CALR (TILP, kau.)
(Analysis of CALR gene mutations, deletions, insertions, PCR, Jo 24 Kpoen
qualitative) 4700
Kapuorun onkorematonornueckuii (Karyotype, Hematologic
Disorders, Peripheral Blood) Ao 10 Kposs 7500
Amnanus xumepnoro rera PML/RARa -t(15;17) (ITLP, xau4.) (Analysis 010 KpoBs
of chimeric gene PML/RARq. -t(15;17) (PCR, qualitative)) A P 1900
Amnanuz xumepnoro rera RUNX1T/RUNXITTI -t(8;21) ( TTILIP, xau.)
(Analysis of chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR, 1o 10 KpoBs
qualitative)) 1900
Amnanuz xumepnoro rera CBFB/MYHI- inv(16),t(16;16) (ITLIP, kau)
(Analysis of chimeric gene CBFB/MYHI1- inv(16),t(16;16) (PCR, 0 10 Kpoes
qualitative)) 1900
Amnanus nepectpoek 5 xpomocomsl (FISH, komuu.) (Analysis of .

. II
chromosome 5 rearrangements (FISH, quantitative)) no 8 YHKTAT KOCTHOH TKaHH 10500
Amnanus nepectpoek 5 xpomocomsl (FISH, komuu.) (Analysis of
chromosome 5 rearrangements (FISH, quantitative)) no 8 [penapar/masox 10500
Amnanus nepecrpoek 7 xpomocomsl (FISH, konuu) (Analysis of 08 [IVHITaT KOCTHON TKAHH
chromosome 7 rearrangements (FISH, quantitative)) ! yH 10500
Amnanus nepectpoek 7 xpomocomsl (FISH, konuu) (Analysis of 08 Mbenanat/mMasok
chromosome 7 rearrangements (FISH, quantitative)) ! penap 10500
Amnanus nepectpoek MLL rena (FISH, xonuu.) (Analysis of MLL 08 [IVHKTaT KOCTHOMN TKAHI
gene rearrangements (FISH, quantitative)) ! i 10500
Amnanus nepectpoek MLL rena (FISH, xonuu.) (Analysis of MLL 08 Moenanat/masok
gene rearrangements (FISH, quantitative)) ! penap 10500
Anamms niepectpoek 3q (FISH, xomma.) (Analysis of 3q N
rearrangements (FISH, quantitative)) no 8 TIyHKTAT KOCTHOIH TKaHM 10500
Amnamms niepectpoek 3q (FISH, xomma.) (Analysis of 3q
rearrangements (FISH, quantitative)) 7o 8 Tpenapat/masox 10500
Anamms nenerin 12p (FISH, kommd.) (Analysis of 12p deletion (FISH, 038 ITVHKTAT KOCTHOMN TKAHH
guantitative)) A yH 10500
Anamms nenerin 12p (FISH, kommd.) (Analysis of 12p deletion (FISH,
quantitative)) 1o 8 [Ipemapat/mazox 10500
Anamms nenerim 20q (FISH, kommd.) (Analysis of 20q deletion (FISH, g ITVHKTAT KOCTHOM TKAHI
quantitative)) 7o i © 10500




Anamz nenennu 20q (FISH, xomua.) (Analysis of 20q deletion (FISH,

quantitative)) J0 8 [Ipenapat/mazok 10500
Amnanmus xumepnoro reaa MLL/AF4 -t(4;11) (ITLP, xau4.) (Analysis of

chimeric gene MLL/AF4 -t(4;11) (PCR, qualitative)) zo 10 Kpose 1900
Amnanmms xumepnoro rera E2A/PBX1 - t(1;19) (ITLP, xau.) (Analysis

of chimeric gene E2A/PBX1 - t(1;19) (PCR, qualitative)) zo 10 Kposs 1900
Amnamms neneru TPS3 rena (FISH, konnd.) (Analysis of TP53 gene .

deletion (FISH, quantitative)) zo8 Hysirat kocTHOH TkakH 10500
Amnamms nenern TPS53 rena (FISH, konnd.) (Analysis of TP53 gene

deletion (FISH, quantitative)) zo8 Kposs 10500
Anamus neneru TPS3 rena (FISH, konud.) (Analysis of TP53 gene

deletion (FISH, quantitative)) i Hpenapat/masox 10500
Amnanus nepectpoek IGH rena (FISH, komiu.) (Analysis of IGH gene N

rearrangements (FISH, quantitative)) 7o 8 TTysKTaT KOCTHOH TKaHM 10500
Amnanus nepecrpoek IGH rena (FISH, konmu.) (Analysis of IGH gene

rearrangements (FISH, quantitative)) 7o 8 Tpenapat/masox 10500
Amnanuz tpancnokanuu t(4;14)(p16;q32) (FISH, xonuy.) (Analysis of N

translocation t(4;14)(p16:932) (FISH, quantitative)) no 8 TTyHKTAT KOCTHOH TKaHH 10500
Amnanuz tpancnokanuu t(4;14)(p16;q32) (FISH, xonuy.) (Analysis of

translocation t(4:14)(p16;g32) (FISH, quantitative)) no 8 [penapar/masox 10500
Amnanus tpancnokanuu t(11;14)(q13;q32) (FISH, xonmuu.) (Analysis of

translocation t(11:14)(q13;g32) (FISH,quantitative)) no 8 Kpose 10500
Amnanus tpancnokanuu t(11;14)(q13;q32) (FISH, xonuu.) (Analysis of

translocation t(11:14)(q13;g32) (FISH,quantitative)) no 8 [penapar/masox 10500
Amnanu3 monocomuw, aenerun 13 xpomocoms — (del(13), -13) (FISH,

konuu.) (Analysis of chromosome 13 monosomy, deletion — (del(13),] 108 ITyHKTaT KOCTHOM TKaHU

13) (FISH,quantitative)) 10500
Amnanu3 monocomuw, aenerun 13 xpomocoms — (del(13), -13) (FISH,

konuu.) (Analysis of chromosome 13 monosomy, deletion — (del(13),] 108 Kposb

13) (FISH,quantitative)) 10500
Amnanms MmoHOocomuH, aenennu 13 xpomocomsr — (del(13), -13) (FISH,

komnuu.) (Analysis of chromosome 13 monosomy, deletion — (del(13), | 1o 8 [Ipemapat/mazox

13) (FISH,quantitative)) 10500
Anamms tparciokarmn t(14;16) (IGH/MAFB) (FISH, xomwd.) .

(Analysis of translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) Ao 8 TIyHKTaT KOCTHOH TKAHH 10500
Anamms tparciokarmn t(14;16) (IGH/MAFB) (FISH, xomwd.) 108 Kposh

(Analysis of translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

10500




Amnamus tpancnokanuu t(14;16) (IGH/MAFB) (FISH, xonuu.)
(Analysis of translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

o 8

[Ipenapat/mazok

10500

Amnams nepectpoek ATM rena (FISH, komiua.) (Analysis of ATM
gene rearrangements (FISH, guantitative))

1o 8

Kposs

10500

Amnamms nepectpoek ATM rena (FISH, konmu.) (Analysis of ATM
gene rearrangements (FISH, guantitative))

o 8

[Tpenapat/mazox

10500

Amnanmus tpucomun 12 xpomocomsr (+12) (FISH, komuu.) (Analysis of
chromosome 12 trisomy (FISH, guantitative))

o 8

Kposb

10500

Amnanus tpucomun 12 xpomocomsr (+12) (FISH, komuu.) (Analysis of
chromosome 12 trisomy (FISH, guantitative))

o 8

[Mpenapat/mazok

10500

Amnanu3 Becex crienuduueckux abeppaiuit Ha mapauHOBBIX cpe3ax
(ructoFISH, xonn4.) (Analysis of all specific aberrations on paraffin
slides (FISH Histology, quantitative))

o 10

[TapaduHoBEBIC cpe3bl

14400

Amnanus tpancnokanuu t(11;14)(q13;q32) Ha mapaduHOBBIX cpe3ax
(ructoFISH, xonmuu.) (Analysis of translocation t(11;14)(q13;932) on
paraffin slides (FISH Histology, quantitative))

mo 8

[TapaduHoBbIe cpe3b

14400

Amnanuz tpancinokanuu t(11;18)(q21;q21) (FISH, xonuu.) (Analysis of
translocation t(11;18)(021;021) (FISH, guantitative))

mo 8

Kposb

10500

Amnanus nepectpoek rena BCL- 6 (der(3)(q27)) (FISH, konnu.)
(Analysis of BCL- 6 gene rearrangements (der(3)(q27) (FISH,
quantitative))

mo 8

Kposb

10500

Amnanus nepectpoek rena BCL- 6 (der(3)(q27)) na napaduHoBBIX
cpesax (I'mctoFISH, xonmuu.) (Analysis of BCL- 6 gene
rearrangements (der(3)(q27)) on paraffin slides (FISH Histology,
guantitative))

mo 10

[MTapaduHoBBIE Cpe3b

14400

Amnanus nepectpoek MYC rena ( t(8;14)(q24;q32)-t(2;8)(p11;q24),
t(8 ;22)(q24;q11)) (FISH, xonu4.) (Analysis of MYC gene
rearrangements (t(8;14)(q24;932)-t(2;8)(p11;924), t(8 ;22)(q24;q11)
(FISH, quantitative))

mo 8

Kposb

10500

Amnanms tparciokamn t(2;5)(p23;q35) (FISH, xomud.) (Analysis of
translocation t(2;5)(p23;035) (FISH, quantitative))

mo 8

Kposb

10500

Ananms Tparciokaun t(2;5)(p23;q35) Ha mapaduHOBEIX cpe3zax
(ructoFISH, xonu4.) (Analysis of translocation t(2;5)(p23;q35) on
paraffin slides (FISH Histology, quantitative))

mo 10

[MapaduHoBbIe cpe3bl

14400

Amnamms niepectpoek BCL2 rena
t(14;18)(q32;q921),t(2;18)(p11;q21),t(18;22)(q21;q1 1) (FISH, koxnuu.)
(Analysis of BCL2 gene rearrangements
t(14;18)(q32;q21),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH,
guantitative))

mo 8

Kposb

10500




Amnamms nepectpoek BCL2 rena na mapaduHOBBIX cpe3ax (ructoFISH,
konmd.) (Analysis of BCL2 gene rearrangements on paraffin slides
(FISH Histology, quantitative))

1o 10

[TapadunOBBIC Cpe3BI

14400

Mapxkep pa3utust Ph’-HeraTuBHBIX XpOHHYIECKUX
MuenonpoirpepaTuBHBIX 3a0oneBanuii (XMII3): kauecTBeHHAs
OlIeHKa Hanmmuus comarndeckoit myranuu 617F rena JAK2 (Marker of
Ph-negative Chronic Myeloproliferative Disorders (cMPD):
qualitative assessment of presence of gene JAK2 617F somatic
mutation)

o 10

Kposb

1900

I'eneTnueckue NnpeapacnoJI0KCHHOCTH

TI'enemuueckue VIP-npogunu

11onHoe reHeTnYecKoe oociienoBanue 1t My>kuuH (reibl ACE, AGT,
F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2,
GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR,
COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA 1I, VKORC1,
NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1, VDR,
AR, CFTR; AZF-peruon; kapuorun) (Genetic Testing for Men (Genes|
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB,
ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT,
CALCR, COL1AL, CFTR, GJB2, PAH, SMN, RHD, HLA II,

VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
LIGT1A1 \/DR AR CETR- AZE_Reqnion: Karuatvne))

1o 27

Kposb

92100

IonHoe rereruueckoe odcienoBanue s xermuH (reasl ACE, AGT,
F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGAZ2,
GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR,
COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA 1I, VKORC1,
NAT2, BRCA1L, BRCA2, DLG5, NOD2, POMC, UGT1Al, VDR,;
kapuorun) (Genetic Testing for Women (Genes ACE, AGT, F2, F5,
ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA,
CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR,
GJB2, PAH, SMN, RHD, HLA Il, VKORC1, NAT2, BRCAL,
BRCAZ2, DLG5, NOD2, POMC, UGT1AL1,VDR; Karyotype))

o 27

Kposb

81600




TIOJTHOC TCHCTIUCCKOC ODCIICIOBAHIE CYIIPY)KCCKOM IIaphl (MY/KIIHA)
(rennt ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3,
FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1,
LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA II,
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
UGT1Al, VDR, AR, CFTR; AZF-peruon; kapuotum) (Genetic
Testing for Couple: Man (Genes ACE, AGT, F2, F5, ApoE, MTHFR,
MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9,
GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1AL, CFTR, GJB2,
PAH, SMN, RHD, HLA Il, VKORC1, NAT2, BRCA1, BRCA2,
DLG5, NOD2, POMC, UGT1A1, VDR, AR, CFTR; AZF-Region;

Karvuntunel))

o 27

Kposs

92100

1101HOE TEHETHYECKOE 00CIICIOBAHUE CYIIPY>KECKOU Maphl (JKCHILMHA )
(reast ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3,
FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1,
LCT, CALCR, COL1AlL, CFTR, GJB2, PAH, SMN, RHD, HLA I,
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
UGT1A1,VDR; kapuorun) (Genetic Testing for Couple: Woman
(Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3,
FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1,
LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA II,

VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
LIGT1A1 \/DR: Karvotune))

1o 27

Kposb

81600

[Nonnoe renernveckoe odcnenoBanue pedeHka (Manpuuk) (reust ACE,
AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3,
ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR,
COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA Il, VKORC],
NAT2, BRCAL, BRCA2, DLG5, NOD2, POMC, UGT1Al, VDR,
AR, CFTR; AZF-perunon; kapuorun) (Genetic Testing: Boy (Genes
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB,
ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT,
CALCR, COL1A1L, CFTR, GJB2, PAH, SMN, RHD, HLA II,
VKORC1, NAT2, BRCAL, BRCA2, DLG5, NOD2, POMC,
UGT1AL, VDR, AR, CFTR; AZF-Region; Karyotype))

o 27

Kposb

92100




[Nonnoe renerndeckoe odcienoBanue pedeHka (neBouka) (reast ACE,
AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGBS3,
ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR,
COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA 1I, VKORC1,
NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1, VDR,
kapuortun) (Genetic Testing: Girl (reast ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA,
CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR,
GJB2, PAH, SMN, RHD, HLA Il, VKORC1, NAT2, BRCAL,
BRCA2, DLG5, NOD2, POMC, UGT1A1, VDR; Karyotype))

o 27

Kposs

81600

Oobpas sncuznu u zenemuyeckue paxmopul

3nopoBerit 0opa3 xu3Hu (reusl ACE, AGT, F2, F5, ApoE, MTHFR,
MTRR, MTR, NOS3, GSTT1, GSTM1, GSTP1, NAT2, ITGBS3,
ITGA2, GP1BA, FGB, UGT1A1) (Healthy Lifestyle (Genes ACE,
AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, GSTT1,
GSTM1. GSTP1, NAT2. ITGB3, ITGA2, GP1BA. FGB. UGT1A1))

1o 19

Kposb

42200

$1 3710poB (renbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT,
GSTTL1, GSTM1, GSTP1, NAT2, UGT1AL, AR, CFTR; AZF-
peruon) (I'm Healthy (for Men) (Genes F2, F5, ApoE, MTHFR,
MTRR, MTR, ACE, AGT, GSTT1, GSTM1, GSTP1, NAT2,
UGT1Al AR, CFTR: AZF-Reqdion))

1o 19

Kposb

44900

S 3nopoBa (rensl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT,
GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2, UGT1A1) (I'm
Healthy (for Women) (Genes F2, F5, ApoE, MTHFR, MTRR, MTR,
ACE, AGT, GSTT1, GSTM1, GSTP1, NAT2, BRCAL, BRCAZ2,
UGT1AL)

mo 12

Kposs

39100

OlleHKa PUCKOB, CBSI3aHHBIX C MHTEHCUBHOW (DM3MUECKON HArPy3KOM
(renst ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3,
ITGB3, ITGA2, GP1BA, FGB) (Higher Physical Activity: Risk
Assessment (Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR,
MTR. NOS3. ITGB3. ITGA2. GP1BA. FGB))

1o 19

Kposb

22800

Or1eHKa PICKOB, CBSI3aHHBIX C MHTEHCUBHOW (YM3UIECKOM HATPY3KOH
(reasr ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3,
ITGB3, ITGA2, GP1BA, FGB) (6e3 oncanus pe3yibTaTOB BpauoM-
reaetrkoM) (Higher Physical Activity: Risk Assessment (Genes ACE,
AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2,
GP1BA. FGB) (without Description))

o 19

Kposb

20500

[onroroska x omepanuu (reeisl MTHFR, MTRR, MTR, F2, F5)
(Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5))

mo 12

Kposs

8500




Ionroroeka x omepanuu (reest MTHFR, MTRR, MTR, F2, F5) (6e3
OIMCaHMs PE3yIbTaTOB BpauoM-TeHeTHKoM) (Preparation for Surgery
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

o 9

Kposs

7700

OmnacHocTh NpH NpHeMe OpajIbHBIX KOHTpauenTHBoB (reus! F2, F5)
(Risk of Oral Contraceptives, Ocs (Genes F2, F5))

o 12

Kposb

2900

OmnacHocCTh NpH NpHeMe OpajIbHBIX KOHTpauenTHBoB (reus! F2, F5)
(6e3 onmcanus pe3ynbraroB BpauoM-reHeTrkoM) (Risk of Oral
Contraceptives, OCs (Genes F2, F5) (without Description))

o 9

Kposb

2600

Puck pazButus paka npu kypenuu (reast GSTT1, GSTM1, GSTP1,
NAT?2) (Risk of Cancer in Smoking (Genes GSTT1, GSTM1, GSTP1,
NAT2))

1o 19

Kposb

12200

Puck pazButus paka npu kypenuu (reast GSTT1, GSTM1, GSTP1,
NAT?2) (6e3 onvcanus pe3ynbpTaToB BpauoMm-reHetrkoM) (Risk of
Cancer in Smoking (Genes GSTT1, GSTM1, GSTP1, NAT2)
(without Description))

1o 16

Kposb

10950

Heo6xonumocTs 3amuTsl Kok npH 3arape (reasl GSTT1, GSTMI,
GSTP1, NAT2) (Tanning Risks: Protection of Skin (Genes GSTT1,
GSTM1, GSTP1, NAT2))

1o 19

Kposb

12200

HeobxoaumocTs 3ammutsl koxu mpu 3arape (reast GSTT1, GSTMI,
GSTP1, NAT?2) (6e3 onucanus pe3y/ibTaTOB BPauOM-T€HETHKOM )
(Tanning Risks: Protection of Skin (Genes GSTT1, GSTM1, GSTP1,
NAT?2) (without Description))

mo 16

Kposb

10950

IIpuem >xapeHbIX U KOIMUEHBIX IPOAYKTOB U PUCK PA3BUTHS pakKa
(renst GSTT1, GSTM1, GSTP1, NAT2) (Intake of Grilled and
Smoked Foods and Cancer Risk (Genes GSTT1, GSTM1, GSTP1,
NAT2))

1o 19

Kposb

12200

[Ipuem xapeHbIX 1 KOMYEHbIX MPOJYKTOB U PUCK Pa3BUTHS paka
(renst GSTT1, GSTM1, GSTP1, NAT2) (6e3 omucanus pe3yIbTaToB
Bpauom-rereTrkoM) (Intake of Grilled and Smoked Foods and Cancer
Risk (Genes GSTT1, GSTM1, GSTP1, NAT2) (without Description))

1o 16

Kposb

10950

Penpooykmuenoe 300posve

Hapymenus ciepmaroresesa, 6 Mapk€poB (MUKPOIEIICIIH JOKyca
AZF) (Spermatogenesis disorders (6 AZF))

mo 15

Kposb

4900

Hapymenns ciepmaroresesa, 6 MapképoB (MUKPOIEIEIINH JIOKyCa
AZF) (6e3 onucaHus pe3yabTaTOB FEHETHKOM )

mo 12

Kposb

3800




XKenckoe Oecrutoaue u ocnokHeHue 6epemenHocty (reust F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; xapuoTwir)
(Female Infertility, Pregnancy Complication (Genes F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD, HLA II; Karyotype))

1o 20

Kposs

27500

Xo4y cTaTh MaMoii: oclioXHEHHs1 6epeMeHHocTH (Tensl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (Want to Become a
Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD))

o 19

Kposs

19300

Xo4y cTaTh MaMoMi: OCIIOXHEHHsI OepeMeHHocTH (TeHsl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (6e3 onucanus
pe3yabpTaToB BpadoMm-reHeTukoM) (Want to Become a Mother:
Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR,
ACE. AGT, RHD) (without Description))

o 9

Kposb

16700

CKIJIOHHOCTB K TPOMOO3aM MpH OEpEeMEHHOCTH: MUHUMAIIbHAS MTAHETh
(rennt F2, FS) (Thrombotic Tendency in Pregnancy: Minimum (Genes
F2, F5))

no 12

Kposb

2895

CKJIOHHOCTh K TPOM003aM Ipu OEPEeMEHHOCTH: MUHUMAJIbHAs TIAHEb
(renst F2, FS5) (6e3 onucanus pe3ysbTaToB BpauoM-TeHETHKOM )
(Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5)
(without Description))

o9

Kposb

2595

I'ecto3sl 1 deromnanenrapHas HenocratounocTs (reubl ACE, AGT,
MTHFR, MTRR, MTR, F2, F5) (Gestosis and Placental Insufficiency
(Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))

mo 19

Kposb

11250

I'ecto3sl u deromnanenrapHas HenocratounocTs (reubl ACE, AGT,
MTHFR, MTRR, MTR, F2, F5) (0e3 onrcanust pe3ynbTaToB BpauoM-
renetukoM) (Gestosis and Placental Insufficiency (Genes ACE, AGT,
MTHFR, MTRR, MTR, F2, F5) (without Description))

mo 16

Kposs

10020

HpI/IBbI‘IHOQ HCBBIHAIIIMBAHUC 6CpCMeHHOCTI/I, B T. 4. CKJIOHHOCTb K
TpoMO03aM Ipu OepeMEeHHOCTH: pacuIupeHHas naHens (reasl MTHFR,
MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic Tendency
in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2,
F5))

mo 12

Kposb

8490

IIpuBBIYHOE HEBBIHAIIMBAHUE OEPEMEHHOCTH, B T. 4. CKIIOHHOCTb K
TpoMO03aM TIpu OepeMEeHHOCTH: pacunpeHHas naHens (reasl MTHFR,
MTRR, MTR, F2, F5) (6e3 onmcanus pe3yiabTaToOB BpadoM-
reaetrikoM) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5)
(without Description))

mo 9

Kposb

12675

Bo3HNKHOBEHME N30IMPOBAHHBIX TIOPOKOB Pa3BUTHS Y IUI0/1a (TEHBI
MTHFR, MTRR, MTR) (Isolated Malformations in Fetus (Genes

MTHFR, MTRR, MTR))

mo 12

Kposs

5595




Bo3HrKHOBEHNE N30JMPOBAHHBIX IIOPOKOB PA3BUTHS Y TUI0a (T€HBI
MTHFR, MTRR, MTR) (6e3 omnricanust pe3y;1bTaTOB BpauoM-
reretrkoM) (Isolated Malformations in Fetus (Genes MTHFR,
MTRR, MTR) (without Description))

o 9

Kposs

5010

TpomOoTHYECKHE OCIIOKHEHHS TIPH CTUMYIISALNH OBYIISLUH (TeHbl F2,
F5) (Thrombotic Complications of Ovulation Induction (Genes F2,
F5))

o 12

Kposb

2895

TpoMOoTHYECKHE OCIIOKHEHHS TIPH CTUMYIISALNH OBYJISLIUH (TeHbl F2,
F5) (6e3 onmcanus pe3ysnbpraToB BpadoM-reHetukoM) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5) (without
Description))

o 9

Kposb

2595

Anpenorenutanbhbiil cuaapoM (AI'C). ITouck gacTeIx MyTanuii B reHel
CYP210HB, 9 u. M. (Congenital Adrenal Hyperplasia (CAH), Gene
CYP210HB, 9 Freg. Mut.)

1o 24

Kposb

15975

OmnacHOCTh IpH MPHEME OpPaJIbHBIX KOHTpalentuBoB (reusl F2, F5)
(Risk of Oral Contraceptives, Ocs (Genes F2, F5))

no 12

Kposb

2895

OmnacHOCTh IPH PHEME OpPaJIbHBIX KOHTpalentuBoB (reusl F2, F5)
(6e3 onmcanus pe3ynbratoB BpauoM-reHeTnkoM) (Risk of Oral
Contraceptives, OCs (Genes F2, F5) (without Description))

o9

Kposb

2595

Oowmen ¢onuesoit kucnotsl (reubst MTHFR, MTRR, MTR) (Folic Acid|
Metabolism (Genes MTHFR, MTRR, MTR))

mo 12

Kposb

5595

Oowmen ¢onuesoit kucnorsl (reubst MTHFR, MTRR, MTR) (6e3
omnucaHus pe3ynbraToB BpauoM-reHerrkom) (Folic Acid Metabolism
(Genes MTHFR, MTRR, MTR) (without Description))

o9

Kposb

5010

HacnencteeHHbIe Cydan paka MOJOYHOMN JKeIIe3bl W/ HIH THIHUKOB
(renst BRCA1, BRCA2) (Hereditary Breast and/or Ovarian Cancer,
HBOC (Genes BRCA1, BRCA2))

mo 16

Kposb

4620

Hacnencreennbie cirydan paka MOJIOYHOM Kele3bl H/HIH SHYHUKOB
(renst BRCA1, BRCA2) (6e3 ommcanus pe3ylIbTaTOB BPadoM-
renetukoMm) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2) (without Description))

mo 12

Kposb

4140

Hacnencreennbie ciydan paka MOJIOYHOM yKee3bl H/HIH SHYHUKOB
BRCA1, BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian
Cancer)

1o 19

Kposb

9915

Myxckoe 6ecruionne (reabl AR, CFTR; AZF-pernon; kapuoTwin)
(Male Sterility (Genes AR, CFTR; AZF-Region; Karyotype))

10 20

Kposb

22650

I'erernueckue dakTops! Myxckoro 6ecruionus (reHsl AR, CFTR; AZF
peruon) (Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-

Region))

1o 19

Kposb

17400




Hapymenns criepmarorenesa: pacimipenHas nanensb (AZF-peruon)
(Impairment of Spermatogenesis: Full Panel (AZF-Region))

no 12

Kposs

10995

Hapymenns criepmarorenesa: pacimpenHas nanensb (AZF-peruon)
(6e3 onmcanus pe3ynbTaToB BpauoM-reHeTrkoM) (Impairment of
Spermatogenesis: Full Panel (AZF-Region) (without Description))

o 9

Kposb

9840

HLA-munupoeanue u pezyc-gpaxmop

Onpenenenue pesyc-dakropa (Rh factor Definition)

o 19

Kposb

4965

Onpenenenue reHotuma pesyc-gpakropa (RH factor Genotype)

o 19

Kposb

10500

Ornpenenenue reHotrmna pesyc-hakropa (6e3 onucaHus pe3yabTaToB
Bpayom-renerukoM) (Genotype of RH factor Definition (without
Description))

1o 16

Kposb

9405

Pesyc-daxrop mioaa. Bersieinenue rena RHD miiona B kpoBu Matepu
(RHD gene of the fetus in the mother's blood)

mo 8

Kposb

5880

MonexynsapHo-reHernueckoe uccnenosanne HLA-B27 (Molecular
Genetic Testing HLA-B27)

mo 8

Kposb

1035

Tunuposanue renoB cucteMsl HLA II ximacca (reast DRB1, DQAI,
DQB1) (System Human Leukocyte Antigen (HLA) Class 11, Typing
(Genes DRB1, DQA1, DOB1))

1o 10

Kposb

5625

Cucmema Ce6epmovléanHUA Kpoeu

Tpomb6o3sr: pacmupennas nanens (reus! F2, F5, MTHFR, MTRR,
MTR) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR,
MTRR, MTR))

mo 12

Kposb

8490

Tpomb6o3sr: pacmupennas nanens (rersl F2, FS, MTHFR, MTRR,
MTR) (6e3 onucanus pe3ynbTaToB BpauoM-reneTnukoM) (Thrombosis:
Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without
Description))

mo 9

Kposb

7605

PacmmpenHoe riccineoBaHue TeHOB CHCTEMBI reMocTasa (rensl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
(Extended Study of Hemostatic System (Genes F2, F5, MTHFR,
MTR, MTRR, F13. FGB, ITGA2, ITGB3, F7, PAI-1))

mo 18

Kposb

14475

PacmmpenHoe riccineoBaHue TeHOB CHCTEMBI reMocTasa (rensl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3
onucaHus pe3ynbTaToB BpadoM-reneTrkoMm) (Extended Study of
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1) (without Description))

mo 8

Kposb

10020

Tpom603sr: cokparienHas manens (reusl F2, F5) (Thrombosis:
Minimum (Genes F2, F5))

mo 12

Kposs

2895




Tpom6o3b1: cokpamienHas nanens (renst F2, FS) (6e3 onucanns
pe3ynbTaTtoB BpadoM-reHeTnkoM) (Thrombosis: Minimum (Genes F2,
F5) (without Description))

o 9

Kposs

2595

®ubpunoren (rer FGB) (Fibrinogen (Gene FGB))

1o 19

Kposs

2950

®ubpunoren (rer FGB) (6e3 onucanus pe3ylbTaToB BpauoM-
rederrkoM) (Fibrinogen (Gene FGB) (without Description))

o 16

Kposb

2650

I'mnepromoncrennemus (reust MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))

o 12

Kposb

5600

I'unepromoncrennemus (reust MTHFR, MTRR, MTR) (6e3
OIKCaHMs Pe3ynbTaToB BpauoM-reHeTrkoMm) (Hyperhomocysteinemia
(Genes MTHFR, MTRR, MTR) (without Description))

o 9

Kposb

5100

l'uneparperanus Tpom6ouuToB (reust ITGA2, GP1BA) (Platelet
Hyperaggregation (Genes ITGA2, GP1BA))

1o 19

Kposb

2950

I'uneparperanums Tpom6ouutoB (rensl ITGA2, GP1BA) (6e3 onrcanus
pe3yabTaTtoB BpauoM-renetuxkoM) (Platelet Hyperaggregation (Genes
ITGA2, GP1BA) (without Description))

no 16

Kposb

2650

TpombormrapHslii petuentop ¢pudprunorena (rern ITGB3) (Platelet
Fibrinogen Receptor (Gene ITGB3))

1o 19

Kposb

1500

TpombormrapHsiit peuentop ¢pudpunorena (rew ITGB3) (6e3
omnucaHus pe3yibTaToB BpauoM-reHerrkom) (Platelet Fibrinogen
Receptor (Gene ITGB3) (without Description))

mo 16

Kposb

1350

bonesnu cepoua u cocyoos

Cepneuno-cocynucteie 3aboneBanus (reusl ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB)
(Cardio-Vascular Diseases (Genes ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB))

1o 19

Kposb

20450

AptepuanbHas TUepTeH3us, nonHas nanens (reasl ACE, AGT,
NOS3) (Arterial Hypertension: Full Panel (Genes ACE, AGT,
NOS3))

1o 19

Kposb

4400

AptepuanpHas runepTeH3us, nomHas nasens (reasl ACE, AGT,
NOS3) (6e3 onmcanus pe3yIbTaToOB BpadoM-TeHeTHKoM) (Arterial
Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without
Description))

1o 16

Kposb

3400

ApTrepuranbHas TUIIEPTEH3US, CBA3aHHAS C HAPYUIEHUSAMU B
peanHauTHOTeH3MHOBOH cucteme (TeHsl ACE, AGT) (Arterial
Hypertension, Renin-Angiotensin System Disorder (Genes ACE,

AGT))

o 19

Kposb

2950




AprepuanbHas THIEPTEH3UsI, CBSI3aHHAS C HAPYIICHUSIMH B
pennnanrnoren3nHoBoi cucreme (reasl ACE, AGT) (6e3 onmcanns
pe3ynbTaToB BpauoM-reHeTHKoM) (Arterial Hypertension, Renin-
Angiotensin System Disorder (Genes ACE, AGT) (without
Description))

1o 16

Kposs

2650

AprepuanbHas TUIIEPTEH3HS, CBSI3aHHAs C HAPYIICHUSIMH B padoTe
sHnorenuaitbHol NO-cuHTassl (reH NOS3) (Arterial Hypertension,
Endothelial NO-Synthase Disturbance (Gene NOS3))

o 19

Kposs

1500

AprepuanbHas TUIIEPTEH3HS, CBSI3aHHAs C HAPYIISHUSIMH B padoTe
sHnorenuaibHol NO-cuHTassl (reH NOS3) (6e3 onmcanust
pe3ynbTaTtoB BpauoMm-reneTnkoM) (Arterial Hypertension, Endothelial
NO-Synthase Disturbance (Gene NOS3) (without Description))

1o 16

Kposb

1350

WBC, undapxr muokapaa (reust ITGA2, GP1BA, ACE, AGT, NOS3,
ApoE) (Ischemic Heart Disease, Myocardial Infarction (Genes
ITGA2, GP1BA, ACE, AGT, NOS3, ApoE))

1o 19

Kposb

9650

WBC, undapxr muokapaa (reust ITGA2, GP1BA, ACE, AGT, NOS3,
ApoE) (6e3 onucanust pe3ynbTaToB BpadyoM-renetnkom) (Ischemic
Heart Disease, Myocardial Infarction (Genes ITGA2, GP1BA, ACE,
AGT, NOS3, ApoE) (without Description))

no 16

Kposb

9200

Nmemunueckuit uncynst (rersl ITGB3, ITGA2, GP1BA, FGB)
(Ischemic Stroke (Genes ITGB3, ITGA2, GP1BA, FGB))

1o 19

Kposb

7400

Nemuyeckuii uncynst (reust ITGB3, ITGA2, GP1BA, FGB) (6e3
onucaHus pe3yabTaTtoB Bpadom-renerukom) (Ischemic Stroke (Genes
ITGB3, ITGA2, GP1BA, FGB) (without Description))

mo 16

Kposs

6600

ATtepockiiepos (rer ApoE) (Atherosclerosis (Gene ApoE))

1o 19

Kposs

2800

bonesnu meﬂydouno-xumeqnozo mpaxkma

Bonesnp Kpona (rewst DLGS, NOD2, OCTN1, OCTN2) (Crohn's
Disease (Genes DLG5, NOD2, OCTN1, OCTN?2))

1o 19

Kposb

8580

bone3nu yenmpanvnoil nepenoil cucmemut

Bonesnp Anpureiimepa (ren ApoE) (Alzheimer's Disease (Gene
ApoE))

1o 19

Kposb

2800

Onkonozuueckue 3a00.1e6anus

Onxonornyeckue 3adoneBanus y sxeHnwH (reasl MTHFR, MTRR,
MTR, GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2, CHEKZ2,
NBS1) (Cancer in Women (Genes MTHFR, MTRR, MTR, GSTT1,
GSTM1, GSTP1, NAT2, BRCA1l, BRCA2, CHEK2, NBS1))

o 19

Kposb

26800




Omnxonorndeckue 3aboneBanns y myxuut (reast MTHFR, MTRR,
MTR, GSTT1, GSTM1, GSTP1, NAT2, AR) (Cancer in Men (Genes
MTHFR, MTRR, MTR, GSTT1, GSTM1, GSTP1, NAT2, AR))

1o 19

Kposs

19000

Onkonornyeckre 3a00IeBaHus, CBSI3aHHBIC C TOKCHHAMH
okpyxaromeit cpenst (reast GSTT1, GSTM1, GSTP1, NAT2) (Cancer
Associated with Environmental Toxins (Genes GSTT1, GSTM1,
GSTP1, NAT2))

o 19

Kposs

10950

HacnencTBeHHbIE Clyyan paka MOJOYHOM JKeJe3bl W/ HIH THIHUKOB
(reast BRCA1, BRCA2) (Hereditary Breast and/or Ovarian Cancer,
HBOC (Genes BRCA1, BRCA2))

o 16

Kposb

4650

HacnenctBeHHbIe Clyyan paka MOJOYHOM JKeIe3bl W/ HIH THIHUKOB
(reast BRCA1, BRCA2) (6e3 omucanus pe3yabTaToOB BpadoM-
renetukoMm) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2) (without Description))

o 12

Kposb

4200

Hacnenctsennsie cimyqan BRCA-accoruupoBaHHOTo paka y My»X4YuH:
PpaK rpyaHOMH, MOMKEINYA0OUHOM, IPENCTATENILHOM JKENE3, PAK AUUEK
(rerst BRCA1, BRCA2) (Hereditary Breast Cancer In Men: Cancer off
Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1,
BRCA2))

no 16

Kposb

4650

Hacnencreennsie cimygyan BRCA-accormupoBaHHOTO paka y My»X4YUH:
PpaK rpyAHOM, MOMKEINYAOUYHOM, IPEACTATEIIBHOM JKETE3, PaK AUUYEK
(renst BRCA1, BRCA2) (6e3 onucanus pe3yJabTaToB BpadoM-
renetukoMm) (Hereditary Breast Cancer In Men: Cancer of Breast,
Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2)
(without Description))

mo 12

Kposb

4200

Hacnencreennbie cirydan paka MOJIOYHOM Kele3bl H/HIH SHYHUKOB
BRCA1, BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian
Cancer)

1o 19

Kposs

9950

CeMeitHbII MeIyIUISPHBIA paK IIUTOBUIHOHN jkene3sl (3k30HH 10, 11,
13, 14, 15 rena RET) (Familial Medullary Thyroid Cancer (Exons 10,
11, 13, 14, 15 Gene RET))

o 25

Kposb

20650

CuHApPOM MHOXECTBEHHOW SHIOKPUHHOM Heorutasnu 2B tuma (rex
RET) (Multiple Endocrine Neoplasia Type 2B (Gene RET))

1o 19

Kposb

5000

CuHAPOM MHOXECTBEHHOH SHIOKPUHHOMN Heota3un 2A trma (3K30HBI
10, 11 rena RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10,

11 Gene RET))

1o 25

Kposb

9700




Mapxkep pa3sutust Ph’-HeraTuBHBIX XpOHHYIECKUX
MuenonponngdepaTuBHbIX 3a0oneBanuii (XMII3): konmyecTBeHHOE
OTIpe/IeNIeHN e COOTHOIICHUSI HOPMAJILHOTO ¥ MyTaHTHOTO aJlIeiei
617V/617F rena JAK2 (Marker of Ph-negative Chronic
Myeloproliferative Disorders (cMPD): quantification of wild-type
and mutant allelic ratio of gene JAK2 617V/617F)

mo 17

Kposs

5100

Mapkep pa3Buths Ph’-HeraTHUBHBIX XPOHHYCCKHUX
mMuenonpoiudepaTuBHbIX 3a0oneBannii (XMII3): kauecTBeHHAS
OlIEHKa Hannuus comarndeckoit myranuu 617F rena JAK2 (Marker of
Ph-negative Chronic Myeloproliferative Disorders (cMPD):
qualitative assessment of presence of gene JAK2 617F somatic
mutation)

Hapywenun oomena eeujecme

HacnencTBeHHast mpeipacnoioKeHHOCTh K caxapHoMy quadety 1-ro
THMAa 1o TpeM JiokycaM reHoB cucrembl HLA II kiacca (reast DRBI,

DQAL, DQBL) (Hereditary Predisposition to Diabetes Type 1 (Insulin-

Dependent Diabetes), HLA Class Il (Genes DRB1, DQAL1, DQBL1))

mo 17

Kposb

6700

Hacnencreennas mpeapaciionokeHHOCTDb K LEeTHaKUH 110 JIOKycaM
renoB cucreMbl HLA II kmacca (DQA1, DQBI1)

mo 17

Kposb

6700

Cunnpom XKunnoepa (ren UGT1A1) (Gilbert's Syndrome (Gene
UGT1AL))

mo 11

Kposb

4900

Ocreomnopos: nmonHas manens (reusl CALCR, COL1A1, VDR)
(Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDRY))

1o 19

Kposs

5600

Ocreonopo3: nonHas nanens (reasl CALCR, COL1A1, VDR) (6e3
onucaHus pe3yabTaToB BpadoMm-renerukom) (Osteoporosis: Full Panel
(Genes CALCR, COL1A1, VDR) (without Description))

mo 16

Kposs

5100

Ocreomnopos: cokparnienHas manens (reusl CALCR, COL1ATL)
(Osteoporosis: Abridged Panel (Genes CALCR, COL1A1))

1o 19

Kposb

4300

Ocreomopos: cokparmienHas nanensb (reast CALCR, COL1A1L) (6e3
OIUCaHUs Pe3yabTaToB BpadoM-renetukom) (Osteoporosis: Abridged
Panel (Genes CALCR, COL1A1) (without Description))

1o 16

Kposb

3900

Ocreomopos: penentop ButamuHa D (ren VDR) (Osteoporosis,
Vitamin D Receptor (VDR) (Gene VDRY))

1o 19

Kposb

1500

Ocreormopos: penentop BuramuHa D (ren VDR) (6e3 ommcanus
pe3yabpTaToB BpadoM-reHeTukoM) (Osteoporosis, Vitamin D Receptor
(VDR) (Gene VDR) (without Description))

o 16

Kposb

1400

Obwmen ¢ommesoit kucinotel (reabl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

mo 12

Kposs

5600




Oo6wmen ¢omnmesoit kucnotsl (et MTHFR, MTRR, MTR) (6e3
OmHcaHus pe3ynbpTaToB BpauoM-reHeTHkoM) (Folic Acid Metabolism
(Genes MTHFR, MTRR, MTR) (without Description))

o 9

Kposs

5100

Jlaktaznas HepoctatouHocTh (TeH MCM6) (Adult Lactase Deficiency
(Gene MCM6)

o 19

Kposs

1400

Hacnencreennsiit remoxpomaros, I tun (rem HFE) (Hemochromatosis
Type 1 (Gene HFE))

o 18

Kposs

2800

(Dapmakozeuem uKa

ACHI/IpI/IH U IJIaBHUKC. | eHeTHuecKni MapKep pE€3UCTCHTHOCTU K
aHTHaneFaHTHOﬁ TCpalru aClIMpuHOM U IUTaBUKCOM. OnpeaeneHI/Ie
HAJIMY U] TOTUMOP(HU3MOB I'eHa TPOMOOIIUTAPHOTO PEIeTITOpa
¢ubpuHorena (rer ITGB3) (Aspirin and Plavix. Genetic Marker of
Resistance to Antiplatelet Therapy in Aspirin and Plavix. Detection of
Polymorphisms of Gene of Platelet Fibrinogen Receptor, Gene
ITGB3)

o 19

Kposb

1500

Bapdapun: pacumpennas nanens Juist nogoopa ao3sl (reust CYP2C9,
VKORC1, CYP4F2, GGCX) (Warfarin Dose Panel (Genes CYP2C9,
VKORC1, CYP4AF2, GGCX))

no 12

Kposb

13300

I'mnpana3un u npoxkanHaMuj. I eHeTHUECKUE MapKepbl IOBBILIEHHOIO
pHCKa pa3BUTHUSI BOIYaHOYHONOAOOHOTO CHHAPOMA U
rernaTOTOKCUYHOCTH IIPU MMPUEME KapAUOTPOITHBIX MPETapaToB:
TUIpajia3uHa U npokanHamuaa. OnpeneneHne HaTuIus
nonumopduzmoB rena N-aneruntpancdepassl 2 (Hydralazine and
Procainamide. Genetic Markers of Increased Risk of Lupus-Like
Syndrome and Hepatotoxicity in Taking Cardiotropic Drugs:

Hydralazine and Procainamide. Determination of Polymorphisms N-
Acetvitransferase 2 Gene NAT2)

mo 19

Kposb

5600

N3onunasua. I'eneTndeckne MapKkephbl MOBBILIEHHOIO PUCKA PAa3BUTHS
IIOJIMHEBPUTOB IIPU IIPUEME U30HHA3UIA, CBI3aHHBIX C HAPYILIEHUEM
ero MmerabonusMa. OnpeneneHne HaIHIUs MOTUMOpPu3MoB rena N-
aneruntpancdepassl 2 (red NAT2) (Isoniazidum. Genetic Markers of
Increased Risk of Development of Polyneuritis in Taking Isoniazidum
and Isoniazid-Related Violation of Metabolism. Determination of
Polymorphisms N-Acetyltransferase 2, Gene NAT2)

1o 19

Kposb

5600




Wurunburopsr AII®, doryBacratun, 6mokaTops! penentopos ATII.
[IpornosupoBanue HehpornpoTekTHBHOTO 3 hexTa nHrHouTopoB AIlD
npu HeI[I/Ia6eTI/I‘leCKI/IX 3a0oneBanuax. [ eHeTnueckue MapKCphbI
S(l)q)eKTI/IBHOCTI/I aTCHOJIOIA ITPU apTepI/Iam,Hoﬁ TUNCPTCH3UU C
runepTpouel JIEBOro KeaylouKa Win Tepariu (IIyBacTaTHHOM NPU
HIIEMHUYECKOH 00Ie3HI cepana. OnpezleneHI/Ie HaJIn4yus
OMMMOP(HU3MOB Ir'eHa aHTMOTEH3HH-TIPEBPAIAIoNIero pepMeHTa (TeH
ACE) (ACE Inhibitors, Fluvastatin, ATII Receptor Blockers.
Forecasting Renoprotective Effect of ACE Inhibitors in Un-Diabetic
Diseases. Genetic Markers of Effectiveness of Atenolol in
Hypertension with Left Ventricular Hypertrophy or Fluvastatin
Therapy in Ischemic Heart Disease. Detection of Polymorphisms of
Gene of Angiotensin-Converting Enzyme (Gene ACE))

o 19

Kposs

2950

Mera6onu3m npuHorekana (red UGT1A1) (Metabolism of Irinotecan
(Gene UGT1A1))

nmo 11

Kposb

4900

Jlozapran/upbecapran. ['eHeTnueckuii Mapkep pucka HapyIIeHUH
MeTabosr3Ma 0JI0KaTOPOB PELENTOPOB aHrHoTeH3uHa 11: mo3aprana u
upbecapTaHa 110 TUITY OCJIA0JICHUSI U YCUIICHHSI UX TUTIOTEH3MBHOIO
JIUCTBUSI, COOTBETCTBEHHO. Onpe/ielieHre HaTn4us TIOTMMOP(GU3MOB
rena uutoxpoma CYP2C9 (Losartan/Irbesartan. Genetic Marker of
Risk of Metabolic Disorders Blockers of Receptors of Angiotensin I,
Losartan and Irbesartan Type of Weakening and Strengthening their
Hypotensive Action, Respectively. Detection of Polymorphisms of
Cytochrome CYP2C9)

mo 19

Kposb

2800

Mertorpekcar. _I'eHeTnueckre MapKephl OBBILLIEHHOIO PUCKA
pa3BuTHs TOOOYHBIX peaKInii MpU pHUeMe MEeToTpeKcaTa Ha (oHe
JIEYEHHs] PEBMATOMIHOIO apTpuTa. MeToTpeKcaT: HapyleHue
MeTabonm3Ma GonneBoit kuciothl. OnpeeneHne HaTuIus
nonuMop(pu3MoB reHoB (EPMEHTOB peakiuii ONATHOrO IUKIA
(Methotrexatum. Genetic Markers of Increased Risk of Development
of Adverse Reactions in Taking Methotrexate for Treatment of
Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of Folic
Acid. Determining Presence of Polymorphisms of Genes of Enzymes
of Folate Cycle Reactions, Genes MTHFR, MTRR, MTR)

mo 12

Kposb

5600




HeCTepOI/II[HBIe IPOTUBOBOCHAJIUTEIIbHBIC IPECTIapAThI. I'eneTnueckuii
MapKep MOBLIIIICHHOI'O PUCKA PAa3BUTUA II0OOYHBIX peaKuHﬁ B (bopMe
KeTyIOYHBIX KpoBoTeueHni nmpu npueme HIIBIT (nGympoder,
TCHOKCUKAM, HAIIPOKCCH, HO HE I[I/IKJ'IO(l)eHaK) IO TUITY BO3HUKHOBCHUA
JKCJIIYAOYHBIX KpOBOTe‘IeHHfI, CBA3AaHHBIX C HAPYHICHUCM HX
Metabonmama. OrpezeneHne HaTudus HoIUMOp(U3MOB T'eHa
muroxpoma CYP2C9 (Nonsteroidal Anti-Inflammatory Drugs.
Genetic Marker of Increased Risk of Adverse Reactions in Form of
Intestinal Bleeding in Taking NSAID (Ibuprofen, Tenoxicam,
Naproxen, not Diclofenac) by Type of Gastro Bleeding Associated
with Violation of their Metabolism. Detection of Polymorphisms of
Cytochrome CYP2C9)

o 19

Kposs

2760

Menunmunnamud. ['eHeTHYecKne (HaKTOPhl YCUICHUS KITMHHIESCKOH

3¢ PEKTUBHOCTH MTPU TPUMEHEHUH NIEHUIIWIIJIAMHUHA Ha ()OHE JIeUEeHHsT
peBMaTouaHOro apTputa. OnpeelieHrue HaTuIust MOTUMOP(PU3MOB
reHa Mio- 1 -rimyraTnoH-S-tpaHcgepasbl (ren GSTM1) (Penicillamine.
Genetic Factors of Enhance Clinical Effectiveness in Use of
Penicillamine in Treatment of Rheumatoid Arthritis. Detection of
Polymorphisms of p-1 Glutathione-S-Transferase (Gene GSTM1))

1o 19

Kposb

5600

Cratunbl. ['enernueckue GpakTopbl yMEHbIICHUSI WIIN YCUIICHHS
KIIMHUYECKOH A )EeKTUBHOCTH MPU NPUMEHEHHH CTATHHOB.
Omnpenenenue HaMU4Usl OTMMOP(HU3MOB I'eHa aronunonporenHa E
(rer ApoE) (Statins. Genetic Factors of Decrease or Enhance Clinical
Effectiveness in Use of Statins. Determining Presence of
Polvmorphisms of Apolinobrotein E (Gene ApoE)

mo 19

Kposb

2800

Cynbdanmnamuns! (cynbdacanasun). [ eHeTndeckre MapKepbl
TIOBBILIIEHHOTO PUCKA Pa3BUTHUS MMOOOYHBIX peakiuii B hopme
JUCIIETICUH U JKETYAOUYHBIX KPOBOTEUEHHUN TP NpUEME
cynb(acanasiHa, CBI3aHHBIX C HAPYIICHHEM ero MeTabomm3Ma.
Omnpenenenue HaIMIUs TOTUMOPPI3MOB reHa N-aneTuinTpaHcdepasbl
2 (Sulfonamides (Sulfasalazine). Genetic Markers of Increased Risk
of Adverse Reactions in Form of Dyspepsia and Intestinal Bleeding in
Taking Sulfasalazine. Sulfasalazine-Related Violation of Metabolism.
Detection of Polymorphisms N-Acetyltransferase 2, Gene NAT2)

1o 19

Kposb

5600




CYHL(I)OHI/IHMO‘IGBI/IHEI 1 €€ IMPOU3BOJAHLIC: _XJIOPpHIPOIIaMU I,
TOJa3zaMHu/d, FJ'II/I6GHKJ'IaMI/IIL u TOJ'I6YTaMI/I,H. I'eneTnueckuii Mapkep
PHUCKA pa3BUTHUA HEKCIIATCIIbHBIX JICKAPCTBECHHBIX peaKIII/Iﬁ IO TUITY
TUIIOTJIMKEMHWHU NIPU MPUEME IEPOPAJIBbHBIX CaXapOCHUKAIOIINX
CpPE/ICTB, CBA3aHHBIX C HAPYIICHHUEM HX MeTadonmm3Ma. OnpeencHue
Hanu4ust momuMopdu3moB reHa muroxpoma CYP2C9 (Sulfonylurea
and Derivatives: Chlorpropamide, Tolazamide, Glibenclamide and
Tolbutamide. Genetic Marker of Risk of Adverse Drug Reactions by
Type of Hypoglycemia in Taking Oral Hypoglycemic Agents,
Associated with Violation of Metabolism. Detection of
Polymorphisms of Cytochrome CYP2C9)

o 19

Kposs

2800

Wnrepnetikun-28B (1JI-28B), renorunuposanue (McciaejoBaHHE
TCHCTUYCCKUX MAPKEPOB, OMMPECACIIATONINX 3(1)(1)6KTI/IBHOCTL JICUCHUA
xponunyeckoro renatiura C uHTEpPEepoHOM U pUOABUPHUHOM )
(Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers
Determining Effectiveness of Treatment of Chronic Hepatitis C in
Interferon and Ribavirin))

o 6

Kposb

750

bera-anpenobnokatopsl. 'en CYP2D6. dapmaxoreneruka (beta-
Adrenergic Blockers. Gene CYP2D6)

1o 19

Kposb

10000

Cucmema 0em01<cul<auuu KCeHoOuomuKkoe u KAanyepo2enos

Huroxpom CYP2D6 (rer CYP2D6) (Cytochrome CYP2D6 (Gene
CYP2D6))

1o 19

Kposb

10000

Huroxpom CYP2C9 (ren CYP2C9) (Cytochrome CYP2C9 (Gene
CYP2C9))

1o 19

Kposs

2800

I'nyratnontpancdepassl (reast GSTT1, GSTM1, GSTP)
(Glutathionetransferases (Genes GSTT1, GSTM1, GSTP))

1o 19

Kposs

5600

N-auermnrpacgepasa 2 (rer NAT2) (N-Acetyltransferase 2 (Gene
NAT2))

1o 19

Kposs

5600

Ypunuanudocdarrimokyponnnasza (red UGT1A1) (Uridine
Diphosphate Glucuronyltransferase (Gene UGT1A1))

mo 11

Kposb

4900

Yenyeu epaua-zenemurka

Omnmcanue pe3ynbTaTOB TeHETHYECKOTO TeCTa | KaTeropuu CI0XKHOCTH
(NeNe 7201B3, 761183, 7014B3, 125TTI/B3, 720753) (Genetic Test
Results: Description of the 1-st Category Complexity)

mo 8

570

Onucanue pe3yabTaTOB TEHETHYECKOrO TeCTa 2 KaTErOPUH CIIOKHOCTH
(NeNe 118I'TI/B3, 121T'T1/B3, 123T'TI/B3, 131TTI/B3, 141T'TI/B3,
115TTI/B3, 124T'TI/B3, 154I'TI/B3) (Genetic Test Results: Description
of the 2-nd Category Complexity)

mo 8

1200




OmnucaHue pe3ynbTaTOB T'eHETUYECKOTO TECTa 3 KATerOPUH CIIOKHOCTH
(NeNe 122I'T1/B3, 129T'T1/B3, 120I'TI/B3, 137T'TI/B3, 138I'T1/B3,
153T'TI/B3, 110I'TI/B3, 114I'T1/B3, 140I'TI/B3, 766153, 725853,
134I'TI/B3, 135TT1/B3, 136I'TI/B3) (Genetic Test Results: Description
of the 3-rd Category Complexity)

1o 8

2300

OmnucaHue pe3yabTaTOB T€HETHYECKOr0 TeCTa 4 KaTErOPUH CIIOKHOCTH
(NeNe 144I'TI/B3, 143I'T1/B3, 139T'TI/B3, 145T°T1/B3, 108I'TI/B3,
19I'TI/B3) (Genetic Test Results: Description of the 4-th Category
Complexity)

1o 8

5100

Omnucanue pe3yabTaTOB TeHETHYECKOTO TeCTa 1 KaTEropuH CII0AKHOCTH
(s NeNelOITTDXK, 101I'TIM, 102I'TDK, 102I'TIM, 103T'TEX,
103I'TIM, 104I'TD)

HacaeacrBeHHbIe MOHOT€HHBIE 3200J1€BAHNSA U
COCTOSIHUSA

OcHoBHbIe HacneacTBeHHbIe 3a0oneBanus (reasl CFTR, GJB2, PAH,
SMN) (Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))

1o 19

Kposb

20400

Abuotpodus ceruarku, Tun Opanueckertu (bonesns lltaprapara 1-
ro tuna). [Touck yacteix myranuii B rene ABCA4, u. m. (Stargardt
Disease 1, STGD1, Fundus Flavimaculatus Included, Gene ABCA4,
Freg. Mut.)

mo 18

Kposb

11700

Anpenorenuranshbliil cuaapom (AI'C). ITouck gacTeix MyTanuii B TeHe)
CYP210HB, 9 u. m. (Congenital Adrenal Hyperplasia (CAH), Gene
CYP210HB, 9 Freg. Mut.)

1o 24

Kposb

16000

Axpoznepmatut sHTeponatudeckuil. [lonck myrarmii B rene SLC39A4,
M. (Acrodermatitis Enteropathica, Gene SLC39A4, Mut.)

1o 25

Kposs

33100

AnpOuHI3M 17a30K0KHBIH THI 1 A. [Tonck myramnmii B rene TYR, m.
(Albinism Oculocutaneous Type IA, Gene TYR, Mut.)

1o 25

Kposs

20700

Anemus [laiimonna-biekdena. [Torck myranwmii B rene RPS19, m.
(Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.)

o 25

Kposb

20700

ApaxHOIAKTUIIUS KOHTPAaKTypHas BpoxaeHHas. [lonck Myranuii B
rene FBN2, m. (Contractural Congenital Arachnodactyly, CCA, Gene
FBN2, Mut.)

1o 34

Kposb

50000

Aptporpuno3 aucranbHeii (cuaapom Opumena-1llenmona). [Tonck
yacTeix MyTammii B TeHe MYH3, 1. M. (Arthrogryposis Distal Type
2A, Gene MYH3, Freg. Mut.)

1o 25

Kposb

9700

Arakcus @punpeiixa. [Touck myranuit B rene FXN, m. (Friedrich

Ataxia, Gene FXN, Mut.)

1o 25

Kposb

20700




Artakcust @punpetixa. [Touck gacteix Mmyranuii B rene FXN, 4. m.
(Friedrich Ataxia, Gene FXN, Freg. Mut.)

o 18

Kposs

5000

ATtemocteorenes (mucroiasus e yis [lamens). [Torck myranwii B TeHe
SLC26A2, m. (Atelosteogenesis 11, De la Chapelle Dysplasia, Gene
SLC26A2, Mut.)

1o 25

Kposs

20480

ATtpodus 3putensHOro Heppa Jledepa. I[Touck 4acTeIX MyTaIuii B
mutoxoHnpuansHoit JIHK, 12 4. M. (Leber Hereditary Optic
Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)

o 25

Kposs

13800

ATtpodus 3putenpHOro Heppa Jledepa. I[Touck 4acTeIX MyTaIuii B
mutoxoHapuansHoi JIHK, 3 4. M. (Leber Hereditary Optic
Neuropathy, LHON, Mitochondrial DNA, 3 Freg. Mut.)

o 18

Kposb

5000

ATtpocust 3puTenbpHOro HepBa ¢ riryxoroi. [lonck myranuii B
«ropstaux» ydactkax rena OPA1, «ropsd.» yud. M. (Optic Atrophy
With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And
Neuropathy, Gene OPA1, Hot-Point Mut.)

1o 19

Kposb

9700

AyToMMMYHHBIN JTuMQonponudepaTrBHbIi cuHapoM. [Tonck MyTanuii
B reHe TNFRSF6, M. (Autoimmune Lymphoproliferative Syndrome,
ALPS, Gene TNFRSF6, Mut.)

o 25

Kposb

33100

AyToMMMYHHBIN JTuMQonponudepaTrBHbIi cuHApoM. [Tonck MyTanuii
B «ropsiunx» yuactkax rena TNFRSF6, «rops4.» y4. M. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point
Mut.)

mo 19

Kposb

7000

Adazus nepsuuHas nporpeccupytomas. [Touck myrarmii B rene GRN,
M. (Aphasia Primary Progressive, Gene GRN, Mut.)

o 25

Kposb

24800

Axonnporenes Tui 1. [Touck myrarmii B rene SLC26A2, M.
(Achondrogenesis, Fraccaro Type, Gene SLC26A2, Mut.)

1o 25

Kposs

24800

Axonnpomnasus. [Touck gacteix myrarmii B reae FGFR3, 9. M.
(Achondroplasia, Gene FGFR3, Freq. Mut.)

mo 18

Kposs

11700

Axpomaroricus. [Tornck myranuii B reHe CNGB3, M. (Achromatopsia
3, ACHM, Gene CNGB3, Mut.)

1o 32

Kposb

74200

BokoBoit amrotpoduaeckuii ckiepos. [lorck 4acTeix MyTanuii B TeHe
VAPB, 1. M. (Amyotrophic Lateral Sclerosis, Gene VAPB, Freq.
Mut.)

o 25

Kposb

7600

Bonesnp becta. [lonck Becex m3BectHhIx Mytarmii B reae BEST1, m.
(Best Vitelliform Macular Dystrophy, All Known Mutations, Gene
BEST1, Mut.)

1m0 22

Kposb

41300

bonesnr Bunbscona-Konosanosa. ITouck yacteix MyTanuii B reHe
ATP7B, u. m. (Wilson Disease, Gene ATP7B, Freq. Mut.)

mo 18

Kposb

10000

bonesns [Nannepeopaena-Uinatia. ITouck yacTeix MyTanuii B reHe
PANK2, 4. M. (Neurodegeneration With Brain Iron Accumulation 1,
Gene PANK2, Freq. Mut.)

o 25

Kposs

7000




Bonesns I'epctmanna-1lTpeyccnepa-lleitnkepa. [Touck myramnuii B
reae PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)

1o 25

Kposs

14400

Bonesns I'mpmmnpynra. Ilouck myrammii B rene EDNRB, M.
(Hirschprung Disease, HSCR, Gene EDNRB, Mut.)

o 25

Kposs

28900

Bonesns 'mpmnpynra. Iouck myranmit B rene NTRK1, M.
(Hirschprung Disease, HSCR, Gene NTRK1, Mut.)

1o 34

Kposb

49500

Bonesns ['mpumpynra. [Touck myranuii B rene ZEB2, M. (Hirschprung
Disease, HSCR, Gene ZEB2, Mut.)

1o 34

Kposb

61900

bonesus ['mpmmpynra. [louck myranuit B sx3onax 10, 11, 13, 14, 15
rera RET, m. (Hirschprung Disease, HSCR, Exons 10, 11, 13, 14, 15
Gene RET, Mut.)

1o 25

Kposb

20700

Bonesnp Koynena. [Tonck myranmii B rene PTEN, M. (Cowden
Syndrome 1, Gene PTEN, Mut.)

1o 25

Kposb

37200

Bbonesus Kpeiitiipennara-Sxoda. ITouck myranuii B reie PRNP, m.
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

o 25

Kposb

14400

bonesns Jlepmutr-/lykioc. [louck myranuii B rene PTEN, m.
(Lhermitte-Duclos Syndrome, Gene PTEN, Mut.)

o 25

Kposb

37200

bonesup Hoppu. ITonck myranmii B rene NDP, m. (Norrie Disease,
Gene NDP, Mut.)

o 25

Kposb

10900

bBonesHp neproanyeckux MbIIIEYHBIX c1a3MoB. [lonck myranuii B
rede CAV3, m. (Rippling Muscle Disease, Gene CAV3, Mut.)

o 25

Kposb

10900

Bonesnp Yudeppuxra-Jlynnoopra. [Touck myranuii B rene CSTB, m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene
CSTB, Mut.)

o 25

Kposb

13800

Bonesnp YHdeppuxra-Jlynnoopra. ITorck 4acTbIx MyTaluii B TeHe
CSTB, u. M. (Progressive Myoclonic Epilepsy 1A Unverricht and
Lundborg, Gene CSTB, Fred. Mut.)

mo 18

Kposb

5000

Bonesnp Taprapara. [Touck gacteix mytanuii B rere ABCA4, 4. M.
(Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freg. Mut.)

mo 18

Kposb

11700

Bpaxumakrinus tun Bl. [onck myranuii B rene ROR2, M.
(Brachydactyly Type B1, Gene ROR2, Mut.)

o 25

Kposb

13800

Bynnesnsiii snuaepmonus. Ilonck myraunii B rene KRTS, M.
(Epidermolysis Bullosa, Gene KRT5, Mut.)

1o 25

Kposb

24800

Bynnesnsrit stunepmonus. [lonck myrammii 6€3 «TopsTIix»» y4acTKOB
rera LAMB3, 6e3 «rops4a.» y4a. M. (Epidermolysis Bullosa, Gene
LAMBS3, without Hot-Point Mut.)

1m0 32

Kposb

49500

Bynnesnsiit snuaepmonus. [lonck MyTanuii B «rOpsiaux» ydacTKax
rena LAMB3, «rops4.» ya. M. (Epidermolysis Bullosa, Gene LAMB3,

Hot-Point Mut.)

o 25

Kposs

33100




Benokapnuodaunansasrii cuaapom. [onck myranumii B reae TBX1, m.
(Velocardiofacial Syndrome, Gene TBX1, Mut.)

1o 25

Kposs

37200

BpoxneHHast He4yBCTBUTEIBHOCTE K 007H ¢ aHruapo3oM. lorck
myranuii B rene NTRK 1, M. (Congenital Insensitivity To Pain With
Anhidrosis, CIPA, Gene NTRK1, Mut.)

1o 34

Kposs

49500

Ieneopmsnueckas aucmnasust. [Touck myranmii B rene ADAMTSL2,
M. (Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.)

o 25

Kposb

74200

I'emo¢unust. [Touck myranmii B rene dakropa IX npu remodunmu B,
M. (Hemophilia B, Gene Factor IX, Mut.)

o 25

Kposb

28900

T'unep-IgD cunapom. Ionck MmyTanuii B «ropsiuux» ydacTkax reHa
MVK, «ropsta.» y4. M. (Hyper-IgD Syndrome, Gene MVK, Hot-Point
Mut.)

1o 25

Kposb

9700

T'unep-IgD cunapom. Iouck myranuit B rene CD40LG, m. (Hyper-
IgD Syndrome, Gene CD40LG, Mut.)

1o 25

Kposb

41300

I'nep-IgM cunnpom. Ilonck myranuit B rere CD40LG, M. (Hyper-
IgM Syndrome, Gene CD40LG, Mut.)

o 25

Kposb

20700

I'unepkanuemMuueckuil nepuonndeckuil napanud. Ilouck myranuii B
sk30Hax 13 u 24 rena SCN4A, m. (Hyperkalemic Periodic Paralysis
Type 2, Exons 13, 24 Gene SCN4A, Mut.)

o 25

Kposb

15200

l'unepkeparos. Tlouck myranmii B rene KRT1, m. (Epidermolytic
Hyperkeratosis, Gene KRT1, Mut.)

o 25

Kposb

24800

I'unepkeparos. Tlouck myranmii B rene KRT9, m. (Epidermolytic
Hyperkeratosis, Gene KRT9, Mut.)

o 25

Kposb

28900

T'uneptpoduueckas xapaunomuonartus. [Touck myranmii B rene CAV3,
M. (Familial Hypertrophic Cardiomyopathy, Gene CAV3, Mut.)

1o 25

Kposb

10900

l'uneptpoduueckas kapauomuonarus. [louck myranuii B rene
TNNT2, m. (Familial Hypertrophic Cardiomyopathy, Gene TNNT2,
Mut.)

1o 34

Kposb

49500

I'mnokanuemuueckuii nepuoanyeckuil napanud. [louck myranuii B
sk30Hax 12, 18 u 19 rena SCN4A, m. (Hypokalemic Periodic
Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

o 25

Kposb

13800

I'unogocdaremudeckuii BATaMuH D-pe3UCTEHTHBINH paxUT (MOYCUHBIN
¢doctaTusrit nuader). [lonck myrarmmii B rene PHEX, M.
(Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut.
)

1m0 32

Kposb

90660

lumoxonaporutasus. [lonck gacteix myranuit B reHe FGFR3, 4. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

mo 18

Kposb

11700

I'mayxoma BpoxnenHast. [Touck myranmii B rene CYP1BI1, m. (Primary
Congenital Glaucoma 3A, PCG 3A, Gene CYP1B1, Mut.)

o 25

Kposs

16900




I'maykoma roBeHMIIbHASI OTKPHITOYTObHAsS (cuHapoM Purepa). [Tomck
myranuii B rene CYPIBI1, M. (Primary Open Angle Glaucoma 1A,
POAG 1A, Gene CYP1B1, Mut.)

1o 25

Kposs

16900

I'momMepyoIMTo3 MoYeK TUIOMIACTHYECKOro Thia. [IoMCcK MyTaIuii B
reae HNF1B, M. (Renal Cysts And Diabetes Syndrome, Gene HNF1B,
Mut.)

o 25

Kposs

37200

Tononpozsunedanus. [Torck myrarwmii B reae SHH, M.
(Holoprosencephaly 3, Gene SHH, Mut.)

o 25

Kposs

16600

JedunuT kapHUTHHA CUCTEMHBIH epBUYHBIHA. [Torck MyTanuii B reHe
SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD,
Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5,
Mut.)

1o 25

Kposb

41300

Huactpoduueckas aucruiasus. [louck myranuii B reHe SLC26A2, M.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.)

1o 25

Kposb

24800

Hunaranponnas kapaunomuonatus (JJKMII). TTouck myranuii B reHe
DES, m. (Cardiomyopathy Dilated, Gene DES, Mut.)

o 25

Kposb

28900

Hunaranponnas kapaunomuonatus (JJKMII). TTouck myranuii B reHe
EY A4, m. (Cardiomyopathy Dilated, Gene EYA4, Mut.)

1o 34

Kposb

49500

Hunaranponnas kapauomuonatus (JJKMII). [Touck myranuii B reHe
FKTN, M. (Cardiomyopathy Dilated, Gene FKTN, Mut.)

1o 34

Kposb

49500

Hunatarmonnas kapauomuonatust (JIKMII). ITouck myranuii B reHe
LMNA, M. (Cardiomyopathy Dilated, Gene LMNA, Mut.)

o 25

Kposb

41300

Hunatarmonnas kapauomuonatust (JIKMII). ITouck myranuii B reHe
SGCD, M. (Cardiomyopathy Dilated, Gene SGCD, Mut.)

o 25

Kposb

37200

Hunatammonnas kapauomuomnatust (JIKMII). ITouck myranuii B reHe
TAZ, m. (Cardiomyopathy Dilated, Gene TAZ, Mut.)

1o 25

Kposs

24800

Hunatammonnas kapauomuomnatust (JIKMII). ITouck myranuii B reHe
TNNT?2, m. (Cardiomyopathy Dilated, Gene TNNT?2, Mut.)

1o 34

Kposs

49500

Hunatammonnas kapauomuomnatust (JIKMII). ITouck myranuii B reHe
sMepHHa pH X-cuerieHHoi ¢popme, M. (Cardiomyopathy Dilated, X-
Linked Gene Emerine, Mut.)

o 25

Kposb

14400

Hucmnazus Kancra. [onck myrarmii B reae Col2A 1, M. (Kniest
Dysplasia, Gene Col2A1, Mut.)

10 49

Kposb

144200

[ucranpHas MoTopHas Heliponatus Tun V. Ilouck myrauuii B rene
GARS, m. (Distal Hereditary Motor Neuropathy, DHMN, Gene
GARS, Mut.)

1o 34

Kposb

74200

HucranbHas MmoTopHas Heiliponatus tun V. Ilouck Myrauuii B rene
BSCL2, m. (Distal Hereditary Motor Neuropathy, DHMN, Gene
BSCL2, Mut.)

1o 25

Kposb

28900




JucranbHas cimHaJIbHAS aMHOTPO(HS BPOXKIESHHAS C TApaINIOM
mragpparmel. [Touck myranuii B rene IGHMBP2, M. (Distal Spinal
Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

1o 32

Kposs

61900

JucranbHas ciiHaIbHAS aMHOTPO(HS BPOXKACHHAS
Herporpeccupytommasi. [lonck Myranuii B «ropsanx» ydacTkax reHa
TRPV4, «ropsta.» y4. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

o 25

Kposs

13800

W3onupoBaHHEIA Ae(UIUT TOPMOHA POCTA C
ruroramMmariooynuHemueii. Ilorck myranmii B rene BTK, m.
(Hypogammaglobulinemia and Isolated Growth Hormone Deficiency,
Fleisher Syndrome, Gene BTK, Mut.)

1o 34

Kposs

74200

NxTtno3 oysnnesnsiit. [lorck myranmii B reHe KRT2, m. (Ichthyosis
Bullosa Of Siemens, Gene KRT2, Mut.)

1o 25

Kposb

28900

Wxtno3 Bynsrapusiil. [Touck yacteix myranuii B reae FLG, 4. M
(Ichthyosis Vulgaris, Gene FLG, Freq. Mut.)

1o 25

Kposb

9700

NxTtro3 namemsapHblid. [louck BceX N3BECTHBIX MYTALMKA B I€HE
TGMI, m. (Autosomal Recessive Congenital Ichthyosis, ARCI 1, All
Known Mutations, Gene TGM1, Mut.)

o 25

Kposb

41300

KoctHas rereporuiasus nporpeccupytomias. [louck myranmii B rene
GNAS, m. (Progressive Osseous Heteroplasia, POH, Gene GNAS,
Mut.)

o 25

Kposb

37200

Kpannomeraduzapnas mucruiasus. [lonck Myranuii B «ropsanx»»
yaactkax rena ANKH, «ropstu.» y4. M. (Craniometaphyseal
Dysplasia, Gene ANKH, Hot-Point Mut.)

o 25

Kposb

9700

Kpannomeraduszapnas mucruiasus. [louck myrarmit rena ANKH, m.
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.)

1o 32

Kposs

49500

Kpannocunocros. [Touck myramuii B rene TWISTL, m.
(Craniosynostosis Type 2, Gene TWIST1, Mut.)

1o 25

Kposs

14400

Kpanunocunocros. [louck myranmii B rene MSX2, m. (Craniosynostosis|
Type 2, Gene MSX2, Mut.)

o 25

Kposb

10900

Jlapunro-onnxo-kyranusii cuaAapoM. [lonck myrammii B 3x30He 39
rena LAMA3, m. (Laryngoonychocutaneous Syndrome, Laryngo-
Onycho-Cutaneous Syndrome, Exon 39 Gene LAMA3, Mut.)

o 25

Kposb

13800

JleitkopucTpodus runmomuennHoBas. [Touck myranuit B rene GJC2, M.
(Leukodystrophy Hypomyelinating 2, Gene GJC2, Mut.)

1o 25

Kposb

28900

JImmdenema. [Tonck myrammii B rere FLT4, m. (Lymphedema, Gene
FLT4, Mut.)

1o 34

Kposb

107200

JImmdenema macnencreennas. [lonck myramnwmii B rere GJC2, M.

(Hereditary Lymphedema Type 1C, Gene GJC2, Mut.)

o 25

Kposs

28900




Jlunopuctpodus cemeiinas yactuaHast. [lorck MyTanuii B «ropssaux

yugactkax» reHa LMNA, «ropsa.» y4. M. (Familial Partial J0 25 Kposs

Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.) 13800
Jlunoauctpodus BpoxkaeHHas reHepann3oBaHHas. [lonck MyTanuii B

rene BSCL2, m. (Congenital Generalized Lipodystrophy, CGL, Type | mo 25 KpoBs

1, Gene BSCL2, Mut.) 28900
Jlummomuctpodus cemeitnas yactuanas. [louck myranuii rera LMNA,

M. (Familial Partial Lipodystrophy 2, Gene LMNA, Mut.) 5025 Kpose 41300
ManguOynoakpajibHas IucIuia3us ¢ aunoauctpodueit. [lonck

MyTanuii B 9k30Hax 8, 9 rena LMNA, m. (Mandibuloacral Dysplasia, | 1o 25 KpoBs

Exons 8, 9 Gene LMNA, Mut.) 6700
MesanonoBas auugypus. Ilouck myrarmii B rene MVK, m.

(Mevalonic Aciduria, Gene MVK, Mut.) 7m0 25 KpoBb 41300
Mertremornoounemus, CYB5SR3 M. (Methemoglobinemia, Gene

CYBS5R3, Mut.) A0 25 Kposs 33100
Mertremorioounemus, CYB5R3 u.m. (Methemoglobinemia, Gene

CYBS5R3, Freq. Mut.) o 18 Kpose 5000
MertunrnyrakoHoBas auuaypusi. [Touck myramwii B rene OPA3, m. (3-

Methylglutaconic Aciduria Type Ill, Gene OPA3, Mut.) 5025 Kpose 10900
MukpodTanbm uzonupoBanusblii. [lorck myranmii B rene GDF6, M.

(Microphthalmia Isolated 4, Gene GDF6, Mut.) 70 25 Kpose 14400
MukpodTansm ¢ kaTapakroid. [lonck myranuii B reHe CRYBA4, m.

(Microphthalmia with Cataract, Gene CRYBA4, Mut.) 70 25 Kpose 24800
Muoxkinonmnueckas nuctonus. [lonck myranuii B reae SGCE, M.

(Myoclonic Dystonia, Gene SGCE, Mut.) A0 32 Kpose 49500
Muonatus BpoxaeHHas. [Touck myranuii B rene ITGA7, M.

(Congenital Muscular Dystrophy, CMD, Gene ITGA7, Mut.) flo 34 Kpose 61900
Muonarus ¢ AUCIPONIOPLUEN TUIIOB MBILLIEYHBIX BOJIOKOH. [Tonck

myranmit B rene SEPN1, m. (Congenital Fiber Type Disproportion, Jo 25 Kposs

CFTD, Gene SEPN1, Mut.) 41300
Muotonuueckast auctpodus. [lorck yacTeix myrtanumii B reie DMPK,

4. M. (Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.) zo 18 Kposn 5000
Muotonuueckast auctpodust. [lorck yacTeix myrtarumii B rene ZNF9, 4.

M. (Myotonic Dystrophy 2, Gene ZNF9, Freq. Mut.) zo 18 Kposn 5000
Muotonust Tomcena-bekkepa. ITonck yacTsIx MyTanuil B reHe

CLCNI1, u. M. (Myotonia Congenita, Gene CLCN1, Freq. Mut.) 70 20 Kpose 9950
MuopubpmusipHas JeCMHUH-3aBHCHMasi MUonaTys. [lonck myrarnuii B

reae DES, m. (Myofibrillar Myopathy, Gene DES, Mut.) A0 23 Kpos 29000
Muodpubpmmuisipaas muonatus. [lonck myrarmii B rere CRYAB, M.

(Myofibrillar Myopathy, Gene CRYAB, Mut.) o 25 KpoBb 14400




Muodubpmursipras muonatus, MYOT M. (Myofibrillar Myopathy,
Gene MYQOT, Mut.)

1o 25

Kposs

37200

MyxoBucuunos. ITouck wacteix myrammii B reHe CFTR, 4. m. (Cystic
Fibrosis, Gene CFTR, Freq. Mut.)

1o 19

Kposs

16400

MpimreuHast qucTpodust BpOXKIeHHast THTErprH A7 HeraTHBHAS.
[Mouck myranmii B rene ITGA7, m. (Congenital Muscular Dystrophy
with Integrin Alpha-7 Deficiency, Congenital Muscular Dystrophy
with ITGA7-Deficiency, Gene ITGA7, Mut.)

1o 34

Kposs

61900

MpimreuHast qucTpodus BpoXKIeHHasi Mepo3rH-3aBucuMast. [Touck
MyTali B «ropsuux» ydactkax reHa LAMA2, «ropsiu.» y4. M.
(Merosin-Deficient Congenital Muscular Dystrophy, Gene LAMA2,
Hot-Point Mut.)

1o 25

Kposb

41300

Mpiieunast quctpodust BpoxaenHas. [Touck myranmii B rene FKRP,
M. (Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

1o 25

Kposb

14400

Mpelmeynas auctpodus BpoxkaeHHas. [lonck 4acThIx MyTaluii B reHe
FKRP, u. m. (Muscular Dystrophy-Dystroglycanopathy, Gene FKRP,
Freg. Mut.)

o 25

Kposb

7600

Meiieunas quctpodust Jromenna/bexkepa. [Touck aenenuii u
JIYIUIMKAIUi B rede gucTpodrHa

o 25

Kposb

22700

Mbieunast quctpodust Jromenna-bekkepa. Jlaiionnzanus X-
xpomocombl y nieBouek (Duchenne Muscular Dystrophy, X-
Lyonization, Girls)

mo 18

Kposb

7800

MbieuHast quctpodust mosicHokoHeuHocTHasl. [Touck yacThix
mytarmi B reHax CAPN3, FKRP, ANOS5, SGCA

10 20

Kposb

11700

MeimeyHnast tucTpodus mosicHOKOHeyHOoCcTHAs. [louck myranuii B rene
FKRP, M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene FKRP,
Mut.)

o 25

Kposs

14400

MeimeyHnast tucTpodus mosicHOKOHeyHOoCcTHAs. [louck myranuii B rene
SGCA, m. (Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCA,
Mut.)

o 25

Kposb

24800

MeimeyHas tucTpodus MOsICHOKOHeYHOCTHAs. [louck MyTamuii B reHe
SGCB, m. (Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCB,
Mut.)

o 25

Kposb

24800

Memmeunas muctpodus, Tun Oykysima. [lornck myrarmit B ree FKTN,
M. (Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.)

1o 34

Kposb

49500

Memmeunas muctpodus Omepu-peiidyca. Ilouck myranuii B reHe
FHL1, m. (Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.)

1o 25

Kposb

33100




Mpreunast quctpodust Omepu-Jpetidyca. [lonck myranuii B reHe
LMNA, M. (Emery-Dreifuss Muscular Dystrophy, Gene LMNA,
Mut.)

1o 25

Kposs

41300

Mpreunast quctpodust Omepu-Jpetidyca. [lonck myranuii B reHe
sMepHHa npH X-cuerieHHor ¢popme, M. (Emery-Dreifuss Muscular
Dystrophy, X-Linked Gene Emerine, Mut.)

o 25

Kposb

14400

Hannzm MULIBRAY. ITouck myranumii B rere TRIM37, m. (Muscle-
Liver-Brain-Eye, Gene TRIM37, Mut.)

o 25

Kposb

9700

Hapymenns nerepmunanuu nona. ITouck myranuii rera SRY, M.
(Disorders Sex Determination, Gene SRY, Mut.)

o 25

Kposb

6700

Hapymenus nerepmunanuu nona. Ananu3 Hanuaus rea SRY, m.
(Disorders Sex Determination, Analysis Gene SRY, Mut.)

o 18

Kposb

5000

HacnenctBeHHasi MOTOpHO-CeHCOpHas HefiponaTus (6ose3ns [lapko-
Mapu-Tyra) tun 1. [Touck myranuii B rene EGR2, m. (Charcot-Marie-
Tooth Disease Type 1B, Gene EGR2, Mut.)

1o 25

Kposb

16600

HacnencrBeHHass MOTOpHO-CeHCOpHas Heliponatus (6one3ns lapko-
Mapu-Tyra) tun 1. [Touck myrauuii B rene GJB1, m. (Charcot-Marie-
Tooth Disease Type 1B, Gene GJB1, Mut.)

o 25

Kposb

9700

HacnencrBeHHass MOTOpHO-CeHCOpHas Heliponatus (6one3ns lapko-
Mapu-Tyra) tun 1. [Touck myranumii B rene LITAF, m. (Charcot-
Marie-Tooth Disease Type 1B, Gene LITAF, Mut.)

o 25

Kposb

16600

Hacnencreennast MotopHo-ceHcopHast Heiiponatus (0osne3ub [lapko-
Mapu-Tyra) tun 1. [Touck myranmii B rene PRPS1, m. (Charcot-
Marie-Tooth Disease Type 1B, Gene PRPS1, Mut.)

o 25

Kposb

28900

HacnenctBennas moTopHO-ceHcopHas Helipornatus (0one3Hs [llapko-
Mapu-Tyra) Tum 1. [Tonck gacteix myranuii B renax SH3TC2, FIG4,
FGD4 u GDAPI, 4. M. (Charcot-Marie-Tooth Disease Type 1B, Gene|
GDAP1, Freq. Mut.)

mo 18

Kposb

10000

HacnenctBennas MmoTopHO-ceHCopHas Helipornatus (6ome3ns [llapko-
Mapu-Tyra) tun 1. TTouck myranumii B rere YARS, m. (Charcot-Marie
Tooth Disease Type 1B, Gene YARS, Mut.)

1o 34

Kposb

49500

HacnencrBennast MoTopHO-ceHCOpHas Heliponatus (0one3Hs [llapko-
Mapu-Tyra) Tom 1. [Torck gymmukarmm Ha XpomocoMe 17 B obmacTu
rena PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Duplication
on Chromosome 17 Gene PMP22. Mut.)

mo 18

Kposb

5000

HacnencrBennast MoTopHO-ceHCOpHas Helipornatus (Oone3ns [llapko-
Mapu-Tyra) Tom 1. [Tonck myrammii B rere PO, m. (Charcot-Marie-
Tooth Disease Type 1B, Gene PO, Mut.)

1o 25

Kposb

16600

HacnencrBennast MoTopHO-ceHCOpHast Helipornatus (0one3ns [llapko-
Mapu-Tyra) tun 1. [Tonck myrammii B reae PMP22, m. (Charcot-Marie|

Tooth Disease Type 1B, Gene PMP22, Mut.)

o 25

Kposs

16900




Hacnencreennast MotopHo-ceHcopHast Heliponatus (6one3ns [lapko-
Mapu-Tyra) tun 1. [Tonck MyTanmii IbITaHCKOTO IIPOMCXOKACHHS B
renax NDRG1 u SH3TC2, u. m. (Charcot-Marie-Tooth Disease Type
1B, Genes NDRG1, SH3TC2, Mut.)

o 18

Kposs

5000

Hacnencreennast MotopHo-ceHcopHast Heliponatus (6omne3np [lapko-
Mapu-Tyra) tun II. [Touck myranuii B rene DNM2, m. (Charcot-
Marie-Tooth Disease Type 2A1, Gene DNM2, Mut.)

1o 34

Kposs

90700

Hacnencreennast MotopHo-ceHcopHast Heliponatus (6omne3ub [lapko-
Mapu-Tyra) tun II. I[Touck myraumii B rene FIG4, M. (Charcot-Marie-|
Tooth Disease Type 2A1, Gene FIG4, Mut.)

1o 32

Kposs

107200

HacnenctBeHHass MOTOpHO-CeHCOpHas HefiponaTus (6ose3ns Llapko-
Mapu-Tyra) tun II. [Touck myranmii B rene GARS, m. (Charcot-
Marie-Tooth Disease Type 2A1, Gene GARS, Mut.)

1o 34

Kposb

74200

HacnenctBeHHass MOTOpHO-CeHCOpHas HefiponaTus (6ose3ns Llapko-
Mapu-Tyra) tun I1. [Torck myranmii B rene GDAP, m. (Charcot-
Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)

o 25

Kposb

24800

HacnenctBeHHas MOTOpHO-CeHCOpHas Helipornatus (6ose3ns [llapko-
Mapu-Tyra) tun 1. [Tonck myranmii B rene HSPB1, m. (Charcot-
Marie-Tooth Disease Type 2Al, Gene HSPB1, Freq. Mut.)

o 25

Kposb

9700

Hacnencreennast MotopHo-ceHcopHast Heiiponatus (6osne3ub [lapko-
Mapu-Tyra) tun II. [Touck myrauuii B rene LMNA, M. (Charcot-
Marie-Tooth Disease Type 2A1, Gene LMNA, Mut.)

o 25

Kposb

41300

Hacnencreennast MotopHo-ceHcopHast Heiiponatus (6osne3ub [lapko-
Mapu-Tyra) tun II. [Touck myranmit B rene MFN2, m. (Charcot-
Marie-Tooth Disease Type 2A1, Gene MEN2, Mut.)

1o 25

Kposs

61900

HacnenctBennas MmoTopHO-ceHCopHas Heliponatus (Oone3ns [llapko-
Mapu-Tyra) Tum 1. I[Touck gacteix myranuii B rere MFN2, 4. m.
(Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. Mut.)

mo 18

Kposs

5000

HacnencrBernast MoTopHO-ceHcopHas Heliponatus (0one3Hs [llapko-
Mapu-Tyra) tun II. [Touck myranmii B rene NEFL, m. (Charcot-
Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)

o 25

Kposb

24800

HacnencrBenHas HeliponaTus ¢ HOABEPKEHHOCTBIO Napalndy OT
cnapnenns. [louck myranuit B reae PMP22, m. (Hereditary
Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22,
Mut.)

1o 25

Kposb

16900

HacnencrBenHas Helponartus ¢ NOABEPKEHHOCTBIO Napainydy OT
cmaBneHus. AHanmu3 4rcia konmii rena PMP22 (Hereditary
Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22,

Copy Number Variation)

o 18

Kposs

16000




HacnencrBenHsiit anrnoHeBpoTHueckuit otek. [lorck Mmyranuii B rene
CINH, m. (Hereditary Angioedema Type I, Gene CINH, Mut.)

1o 25

Kposs

28900

Hacnencreennstit remoxpomaros, I tun (rem HFE) (Hemochromatosis
Type 1 (Gene HFE))

o 18

Kposs

2800

Hezapamenne poganukos. [lorck myranmii B rene ALX4, m. (Parietal
Foramina, PFM, Gene ALX4, Mut.)

o 25

Kposs

16600

Hezapamenne poxpamukos. Ionck myranuii B rene MSX2, m. (Parietal
Foramina, PFM, Gene MSX2, Mut.)

o 25

Kposs

10900

HeiipocencopHast HecuHApOMalbHast Tyroyxocts. Ilouck myranuii B
rere GJB3, m. (Deafness Autosomal Recessive 1, DFNB1A, Gene
GJB3, Mut.)

1o 25

Kposb

10900

HeiipocencopHast HecuHApOMalbHast Tyroyxocts. Ilouck myranuii B
reae GJB6, M. (Deafness Autosomal Recessive 1, DFNB1A, Gene
GJB6, Mut.)

1o 25

Kposb

10900

HeiipoceHcopHas HecUHApOMabHas TyroyxocTb. IIouck yacroii
neneruu B tokyce rena DFNBI, m. (Deafness Autosomal Recessive 1,
Frequent Deletions Locus Gene DFNB1, Mut.)

1o 23

Kposb

5000

Hetirponenus. [Touck myranmii B rene ELA2, m. (Neutropenia Severe
Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.)

o 25

Kposb

20700

Hedponodrus. [Touck myranuii 8 rene NPHP1, m. (Nephronophthisis
1, NPHP1, Gene NPHP1, Mut.)

mo 18

Kposb

16400

Hedporuueckuii cunapom. [Touck myraumii B rene NPHS1, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

1o 32

Kposb

74200

Hedporuueckuii cunapom. [Touck myranmii B rene NPHS2, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

o 25

Kposs

33100

HopMmoxkannemuueckuii nepuonndeckuil napanud. [louck myranuii B
sk30He 13 rena SCN4A, m. (Normokalemic Periodic Paralysis, Exon
13 Gene SCN4A, Mut.)

1o 25

Kposs

7000

OsxupeHre MOHOTeHHOE, NoNTHAs naHesb. [louck MyTanuii B reHax
LEP, MC4R, POMC, M. (Monogenic Obesity, Genes LEP, MC4R,
POMC, Mut.)

o 25

Kposb

23000

OxynogapunreanpHas MbiedHast auctpodus. Ilouck gacTeix
myrtarmii B reie RABPN1, 1. M. (Oculopharyngeal Muscular
Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)

mo 18

Kposb

5000

OcreoreTpo3 pereccuBHEIN (MpaMopHas 0one3Hb kocteit). [Tonck
gacteix myrammii B reHe TCIRGI, 4. m. (Osteopetrosis Autosomal
Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

mo 18

Kposb

5000




OcrteoreTpo3 pereccuBHEI (MpaMopHas 0oie3Hb Kocteit). [Touck
myranuii B rene TCIRG1, M. (Osteopetrosis Autosomal Recessive 1,
OPTB1, Gene TCIRG1, Mut.)

1o 32

Kposs

49500

[Manouko-xonboukoBas auctpodus. [Torck myranuii B reHe CRX, M.
(CORD, Gene CRX, Mut.)

o 25

Kposs

14400

[Nanouko-konboukoBas quctpodus. [Touck myrarmii B reHe RPGR, M.
(CORD, Gene RPGR, Mut.)

1o 32

Kposb

90660

ITaxuonuxus BpoxaeHHas. [Touck myranuii B rene KTR6B, M.
(Pachyonychia Congenita 2, PC2, Gene KTR6B, Mut.)

o 25

Kposb

24800

[epBuuHast runepTpoduUecKas 0cTeoapTpOnaTHs
(maxunepmornieproctos). Ionck myranmii B rene HPGD, M.
(Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1,
Gene HPGD, Mut.)

1o 25

Kposb

28900

IlepBuunas nerounas runepren3us. Ilouck myranuit B rere BMPR2,
M. (Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.)

1o 34

Kposb

61900

[Mepromuueckast 6one3nb. [lorck myranmii B reie MEFV, M. (Familial
Mediterranean Fever, FMF, Gene MEFV, Mut.)

o 25

Kposb

41300

[Tepuoanueckas 6omne3Hs. [lonck gacTeix MmyTtanuit B reie MEFV, 4.
M. (Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.)

1o 19

Kposb

10000

[MurmenTHas nerenepanus cerdatku. [louck myrauuii B rene RP2, m.
(Retinitis Pigmentosa, Gene RP2, Mut.)

o 25

Kposb

20700

[MurmenTHas nerenepanus cerdatku. [lonck myrtanuii B rene RPGR,
M. (Retinitis Pigmentosa, Gene RPGR, Mut.)

1o 32

Kposb

90700

[MukHomu3zocto3. [Mouck myranmii B rene CTSK, M. (Pyknodysostosis,
PKND, Gene CTSK, Mut.)

o 25

Kposb

24800

[IneBMOTOpaKc NepBUYHBIN criOHTaHHBIN. [IoMck MyTanuil B rene
FLCN, m. (Primary Spontaneous Pneumothorax, PSP, Gene FLCN,
Mut.)

1o 34

Kposb

50000

IToBbilIeHHBIN YPOBEHb KPeaTHH(POCPOKUHAZEI B CHIBOPOTKE KPOBH.
IMouck myraumii B rene CAV3, m. (Creatine Phosphokinase Elevated,
Serum, Gene CAV3, Mut.)

o 25

Kposb

10900

Honunakrunus. [Touck myranmit B rene SHH, m. (Polydactyly, Gene
SHH, Mut.)

1o 25

Kposb

9700

Homupaktunwms. [louck myranmii B rede GLI3, m. (Polydactyly, Gene
GLI3, Mut.)

10 34

Kposb

74190

ITonukucros noyek peueccuBHbIN. [ToMck MyTanuil B «ropssaux»
yaactkax reHa PKHDI, «ropsta.» ya. M. (Polycystic Kidney Disease
Autosomal Recessive, Gene PKHD1, Hot-Point Mut.)

1o 25

Kposb

28900




[Moweunas amucruiazus. [Tonck myrammii B rene UPK3A, M. (Renal
Hypodysplasia, Aplasia 1, Gene UPK3A, Mut.)

1o 25

Kposs

24800

[Toueuynas agucmnazus. [louck myranuu B 3x30Hax 10, 11, 13, 14, 15
rera RET, m. (Renal Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14,
15 Gene RET, Mut.)

1o 25

Kposs

20700

[porepus Xarunncona-I'ungopna. [louck myranuii B rene LMNA, m.

(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.)

o 25

Kposb

41300

[IceBnoaxonapomnasus. [Touck gacteix mytanuii B reHe COMP, 4. M.
(Pseudoachondroplasia, Gene COMP, Freq. Mut.)

o 18

Kposb

6600

IIceBnorunonapatupeos. Ilouck myranuit B rene GNAS, M.
(Pseudohypoparathyroidism, Type IA, Gene GNAS, Mut.)

1o 25

Kposb

37200

ITceBnokcantoma anactudeckas. [louck myranuii B rene ABCC6, M.
(Pseudoxanthoma Elasticum, Gene ABCC6, Mut.)

1o 32

Kposb

11500

IlceBnokcantoma anactuyeckas. [Torck 4acTeix MyTanuuii B reHe
ABCCO6, 4. M. (Pseudoxanthoma Elasticum, Gene ABCC6, Freq.
Mut.)

o 25

Kposb

6950

Icenoncepnorunonapatupeos. [Touck myranuit B reHe GNAS, m.
(Pseudopseudohypoparathyroidism, Gene GNAS, Mut.)

o 25

Kposb

37200

Pa6nomuonus (Muornodunypust). [Touck myranuii B rene LPIN1, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1,
Mut.)

1o 34

Kposb

90700

Perunommsuc. Iouck myranmii B rene RS1, m. (Retinoschisis 1 X-
Linked Juvenile, RS1, Gene RS1, Mut.)

o 25

Kposb

24800

Cemeiinas nepuosideckas muxopazaka. [lorck Myrarmii B rene
TNFRSFIA, m. (TNF-Receptor-Associated Periodic Syndrome,
TRAPS, Gene TNFRSFIA, Mut.)

1o 25

Kposb

24800

Cewmelinblit remodaronuTaphslii tumdoructuonuros. [Touck myranmii
B rene PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene PRF1, Mut.)

1o 25

Kposb

20700

Cemeitnblil remogaronutapHsiii tuMpoructronnTos. [lonck myramnmit
B rede STX11, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene STX11, Mut.)

o 25

Kposb

13800

Cemeitnblil remogaronutapHsiii tuMpoructronnTos. [lonck myramnmit
B reae STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene STXBP2, Mut.)

1o 34

Kposb

49500

Cemeitnblil remodaronutapHsiii tuMpoructronnTos. [lonck Mmyranmit
B reae UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene UNC13D, Mut.)

1o 34

Kposb

74200




Cewmelinblii reModaronnTapHslii muMdorucTronuTos. Ilorck yacTeix
myrtarwid B reae UNC13D, 4. m. (Familial Hemophagocytic
Lymphohistiocytosis, Gene UNC13D, Freg. Mut.)

o 18

Kposs

5000

CeMeliHbII MeTyIUISIPHBII paK IUTOBUAHON kene3sl (3k30HHI 10, 11,
13, 14, 15 rena RET) (Familial Medullary Thyroid Cancer (Exons 10,
11, 13, 14, 15 Gene RET))

o 25

Kposb

20700

CeMelHbIN MeqyJUISIpHBIN paK IUTOBHUIHOM jkene3bl. [lonck MyTarmii
B 3Kk30Hax 5, 8 rena RET, m. (Familial Meddulary Thyroid Cancer,
Exons 5, 8 Gene RET, Mut.)

o 25

Kposb

9700

CeMeiiHbIil X0710/10BOM ayToBOoCcHanuTenbHbIN cuaapoM NLRP3 M.
(Familial Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3,
Mut.)

1o 34

Kposb

49500

Cencopnas nonuneiiponarusi, WNK1 m. (Hereditary Sensory and
Autonomic Polyneuropathy, Gene WNK1, Mut.)

1o 25

Kposb

13800

Cencopnas nonuneiiponatus, NGF m. (Hereditary Sensory and
Autonomic Polyneuropathy, Gene NGF, Mut.)

o 25

Kposb

16530

Cunnpom CINCA, res NLRP3 m. (Chronic Infantile Neurologic
Cutaneous Articular, Gene NLRP3, Mut.)

o 25

Kposb

49500

Cunnpom ESC (cunapom [Nonpamana-®aspa). [louck myranuii B rene
NR2E3, m. (Enhanced S-Cone Syndrome, Goldmann-Favre
Syndrome, Gene NR2E3, Mut.)

1o 34

Kposb

24800

Cunppom TAR. ITouck myrarmii B rene RBM8A, M.
(Thrombocytopenia-Absent Radius Syndrome, TAR-Syndrome, Gene
RBMB8A, Mut.)

o 25

Kposb

24800

Cunnpom Aapckora-Ckorra (pannoreHuransHas auciuiasus). [louck
myranmii B rene FGD1, m. (Aarskog-Scott Syndrome,
Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1,
Mut.)

o 25

Kposb

60500

Cunnpom Anbscrpoma. [Torck MyTanui B «rOpI4HX» y4acTKax reHa
ALMSI, «ropsa.» y4. M. (Alstrém syndrome, Gene ALMS1, Hot-
Point Mut.)

o 25

Kposb

13800

Cunpnpom Annepcena. [Tonck myrarmmii B rene KCNJ2, M. (Andersen-
Tawil Syndrome, Gene KCNJ2, Mut.)

o 25

Kposb

16900

Cunnpom Antimu-bukcnepa. Ilouck myranuii B 3x30He 9 reHa FGFR2,
M. (Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.)

mo 18

Kposb

700

Cunnpom Anepa (akponedanocnHIakTIHA). [IOMCK 9acThIX MyTaIHid
B reae FGFR2, u. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.)

1o 25

Kposb

9950

Cunnpom Apra. [louck myramnmii B rene PRPSI1, m. (Art's Syndrome,
Gene PRPS1, Mut.)

o 25

Kposs

28900




Cunnpom banass-Paiinu-PyBans6aka. [Tonck myramuii B rene PTEN,
M. (Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.)

1o 25

Kposs

37200

Cunnpom bapra. [Tonck myrammii B rene TAZ, m. (Barth Syndrome,
Gene TAZ, Mut.)

o 25

Kposs

24795

Cunnpom bepra-Xora-/lpro6a (bX/1). [Tonck myranmii B rene FLCN,
M. (Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)

1o 34

Kposb

49485

Cunnpom broxa-Cymeiioeprepa (cemeiinas Gpopma HenepkaHus
nurmenTa). [lonck acteix myranuii B reie IKBKG, 1. m. (Bloch-
Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene
IKBKG, Freg. Mut.)

1o 20

Kposb

4965

Cunnpom boysna-Koupanu (BKC, niepedporenatopeHanbHbIH
cunzapom). [ouck myranuii B reie EMG1, M. (Bowen Conradi
Syndrome, BCS, Gene EMG1, Mut.)

1o 25

Kposb

16530

Cunznpom beepHcrana (cuHapoM KypuaBsix Bonoc). Ilouck myranuii B
rede BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.)

o 25

Kposb

16890

Cunpnpom BaapnenOypra. Ilouck myranuii B reae PAX3, m.
(Waardenburg Syndrome, WS, Gene PAX3, Mut.)

o 25

Kposb

33015

Cunppom BaapnenOypra-Illaxa. ITouck myranuii B rere EDNRB, M.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

o 25

Kposb

28890

Cunnpom Ban nep Byna. [Touck myranmii B rene IRF6, m. (Van der
Woude Syndrome, Gene IRF6, Mut.)

o 25

Kposb

37125

Cunpnpom Beprepa (nporepus B3pocinbix). [lonck myrarmii B rene
RECQL2, m. (Werner Syndrome, Gene RECQL2, Mut.)

10 49

Kposb

144195

Cunppom Buckorra-Onnpuya (CBO). [Touck myranuii B reHe WAS,
M. (Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

o 25

Kposb

28890

CunzapoM BpOXIEeHHOH LeHTpasibHoN rTunoBeHTHAMY (CBLD).
[Mouck yacteix myranuii B rene PHOX2B, 4. m. (Congenital Central
Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

mo 18

Kposb

4965

Cunppom ['epmancku-Ilynnaka (ATO0MHI3M TT1a30-KOXKHBIH C
reMOpparn4eckuM JHATe30M M NHTMEHTalUel PeTHKYIIO0-
SH/IOTENMHATBHBIX KIETOK). [lonck wacTeix myranmii B rene HPS1, 9. M.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1,
Frea. Mut.)

o 25

Kposb

9630

Cunpnpom ['peiira (cemeiinsiii rumeprenopusM). [lonck myraruii B
rene GLI3, m. (Greig Syndrome, Gene GLI3, Mut.)

1o 34

Kposb

74190

Cunnpom ['pucnenmm. [Tonck myrarmii B rene RAB27A, m. (Griscelli
Syndrome, Gene RAB27A, Mut.)

o 25

Kposs

20655




Cunppom JlxexcoHa-Belicca. [lonck myrammii B 3k30He 9 rena FGFR2
u ’k30He 7A rena FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon
9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

1o 25

Kposs

9630

Cunnpom In Ixopmxu. [louck myramuii B reae TBX1, m. (Di
George Syndrome, DGS, Gene TBX1, Mut.)

o 25

Kposs

37125

Cunnpom XKunsoepa (rer UGT1A1) (Gilbert's Syndrome (Gene
UGT1AL))

mo 11

Kposb

4815

Cunnpom XKybepa (CXK). Ananu3 uncna xonuii rera NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD 1V, Classic
Joubert Syndrome, Joubert Syndrome type A, Joubert-Boltshauser
Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

1o 25

Kposb

16395

Cunnpom Kaprienrepa (akporieanonoIucHHAAKTUIINS BTOPOTO THIIA).
Iowuck myrarmii B rene RAB23, M. (Carpenter Syndrome, Gene
RAB23, Mut.)

1o 25

Kposb

28890

Cungpom Kaprarenepa (tpuaga Kaprarenepa, cuaapom 3uBepra).
ITouck myranuit B «ropstuux» ydactkax renoB DNAI1 u DNAHS,
«ropsd.» yud. M. (Kartagener Syndrome, Genes DNAI1, DNAHS, Hot-
Point Mut.)

o 25

Kposb

37125

Cunpnpom Kaprarenepa (tpuaga Kaprarenepa, cuaapom 3uBepra).
[Mouck myraumii B rene DNAIIL, m. (Kartagener Syndrome, Gene
DNAI1, Mut.)

1o 32

Kposb

61830

Cunppom kepatuta-uxtuosda-tyroyxoctu (KU -cuagpom). [Touck
myranmii B rene GJB2, m. (Keratitis-Ichthyosis-Deafness Syndrome,
KID Syndrome, Gene GJB2, Mut.)

o 25

Kposb

9630

Cunppom Kiunmens-®@eiins (cuanpom KopoTkoi men). [Tonck
myranmit B rene GDF6, m. (Klippel-Feil Syndrome, Gene GDF6,
Mut.)

o 25

Kposb

14370

Cunnpom Kokkeiina. [Touck myranmii B rene ERCC6, m. (Cockayne
Syndrome, Gene ERCC6, Mut.)

1o 34

Kposb

90660

Cunppom Kocremmo. ITouck myrammii B reae HRAS, m. (Costello
Syndrome, Gene HRAS, Mut.)

o 25

Kposb

6915

Cunnpom Kodduna-Jloypu (CKJI). [Touck myranuii B rene
RPS6KA3, m. (Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

1o 32

Kposb

90660

CunppoMm KpaHHO(ANHATHHON JHCMOPUI-TYTOyXOCTH-YIbHAPHON
nesuanuu kucreil. [Tonck myramnmii B reHe PAX3, M. (Craniofacial-
Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

1o 25

Kposb

33015

Cunnpom Kpurnepa-Haitspa (CKH, cemeiinas sxenryxa). Ilouck
myranuii B rene UGT1, m. (Crigler-Najjer Syndrome, Gene UGT,
Mut.)

o 25

Kposs

20655




Cunpnpom Kpy3oHa ¢ uepHbIM akaHTO30M. ITonck MyTanuii B 3x30He
10 rena FGFR3, M. (Crouzon Syndrome with Acanthosis Nigrican,
CAN, Exon 10 Gene FGFR3, Mut.)

1o 25

Kposs

6915

Cungpom Kpyzona. Iouck myranmii B 3x30Hax 7 u 9 rena FGFR2, m.
(Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.)

o 25

Kposs

9630

Cunnpowm Jlesi, 00ycnoBIeHHBIH Ae(DUINTOM MUTOXOHIPHAIBHOTO
komrutekca III. TTouck myrarmii B rere BCS1L, M. (Leigh Syndrome,
Gene BCS1L, Mut.)

o 25

Kposb

16890

Cungpom Jlromxuna-Opunca. [Toruck yacTbIX MyTaluii B reHe
MEDI2, u. m. (Lujan-Fryns Syndrome, LFS, Gene MED12, Freq.
Mut.)

1o 25

Kposb

7590

Cunnpom Maxkna-¥Yamica NLRP3 m. (Muckle-Wells Syndrome,
MWS, Gene NLRP3, Mut.)

1o 34

Kposb

49485

Cunnpom Makneona. [Torck myraruii B rene XK, M. (McLeod
Syndrome, Gene XK, Mut.)

1o 25

Kposb

16530

Cunnpom Mapddana. [Torck MyTainuii B «ropsaux» ydacTkax reHa
FBN1, «ropsa.» y4. M. (Marfan Syndrome, Gene FBN1, Hot-Point
Mut.)

o 25

Kposb

28890

Cunnpom Mapdana. [Torck Myranuii 6e3 «ropsYux» y4acTKOB I'eHa
FBNI1, 6e3 «rops4.» yu. M. (Marfan Syndrome, Gene FBN1, without
Hot-Point Mut.)

1o 43

Kposb

210090

Cunnpom Mapdoana. [Touck myranuii B rede FBN1, m. (Marfan
Syndrome, Gene FBN1, Mut.)

1o 54

Kposb

238965

CuHAPOM MHOXECTBEHHOH SHIOKPUHHOIN Heolutasuu 2A tumna (3K30HBI
10, 11 rena RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10,
11 Gene RET))

1o 25

Kposb

9630

CuHApPOM MHOXECTBEHHOM SHIOKPUHHOM Heorutasuu 2B tuma (ren
RET) (Multiple Endocrine Neoplasia Type 2B (Gene RET))

1o 19

Kposb

4965

Cunznpom MoyaT-Busscon. [Touck myranuii B rene ZEB2, m. (Mowat-
Wilson Syndrome, Gene ZEB2, Mut.)

1o 34

Kposb

61830

CunzapoM HEKOMTAKTHOTro JeBoro xenynouka (HMJDK, cuagpom HM
JDK, ry6uaTsrit Muokapn). [lonck myrarmii B rene TAZ, m. (Left
Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.)

o 25

Kposb

24765

Cunnpom Huiimeren, NBN u.m. (Nijmegen Breakage Syndrome,
NBS, Gene NBN, Freq. Mut.)

mo 18

Kposb

4965

CunpupoM HOTrTeH-HAIKOJICHHUKA (ocTeoHMXomucIia3us). [lonck
myrarmii B reae LMX 1B, m. (Nail-Patella Syndrome, NPS,
Onychoosteodysplasia, Gene LMX1B, Mut.)

1o 25

Kposb

28890

Cunpnpom Onwmna-Kasemkua. [Tonck yacteix myrarmii B reie MED12,
4. M. (Opiz-Kaveggia Syndrome, OKS, Gene MED12, Freq. Mut.)

o 25

Kposs

7590




Cunnpom Ocnepa-Panmro-Bebepa (HacimeIcTBeHHAS TeMOpparuuecKkas
teneanrmokTasms). [Tonck myrammii B rene ENG, M. (Rendu-Osler-
Weber Disease, Gene ENG, Mut.)

1o 25

Kposs

37125

Cunnpowm [Nanmnucrepa. [Tonck myrammii B rene TBX3, m. (Pallister W
Syndrome, Gene TBX3, Mut.)

o 25

Kposs

28890

Cunppom IManmucrepa-Xomnna. ITouck myranuii B rene GLI3, M.
(Pallister-Hall Syndrome, Gene GL 13, Mut.)

1o 34

Kposs

74190

Cunzapom noaxoneHHoro nrepuruyma. Ilouck myranuii B rene IRF6,
M. (Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)

o 25

Kposs

37125

Cunnpom [patidpdepa. ITouck myranuii B 3x30Hax 7, 9 rena FGFR2 u
sk30He 7A rena FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene
FGFR2, Exon 7A Gene FGFR1, Mut.)

1o 25

Kposb

13755

Cunnpowm Perra. [Touck myraumit B rene MECP2, m. (Retts Syndrome,
Gene MECP2, Mut.)

1o 25

Kposb

20655

CHHAPOM PUTHIHOTO MO3BOHOUHHUKA (CHHAPOM Mepina-BonpTMaHna).
[Mouck myranmii B rene SEPN1, M. (Stiff-Man Syndrome, SMS,
Moersch-Woltmann Syndrome, Stiff-Trunk Syndrome, Gene SEPN1,
Mut.)

o 25

Kposb

41250

Cunpnpom Cerpe-YHotzena. [Touck myrarumii B rene TWIST1, M.
(Saethre-Chotzen Syndrome, Gene TWIST1, Mut.)

o 25

Kposb

14370

Cunnpom Cunbsepa. [Touck myranuii B rene BSCL2, m. (Silver
Syndrome, Gene BSCL2, Mut.)

o 25

Kposb

28890

Cunnpom Cumrncona-I"onadu-bemens. [Touck myranmii B rene GPC3,
M. (Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3,
Mut.)

o 25

Kposb

33015

Cunppom Cmura-Jlemnu-Omura (CJIOC). Tlonck MyTarwii B reHe
DHCR7, M. (Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.)

o 25

Kposs

37125

Cunnpom Crukinepa, tun 1. [Tonck myranuii B rene Col2A1, m.
(Stickler Syndrome, Type 1, Gene Col2A1, Mut.)

mo 18

Kposs

144195

Cunppom TecTukyisipHoi pemunmzarmn (CTO, cuanpom Moppuca).
[onck myrammii B reHe AR, M. (Testicular Feminization Syndrome,
Gene AR, Mut.)

o 25

Kposb

41250

Cunppom Tpuuepa-Konnmnaza-Opanueckertdn (MaHIHOYIIO-
¢armmaneabiit Au3octo3). [lonck myrarmii B rere TCOF1, m. (Treacher
Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

1o 34

Kposb

90660

Cunpnpom yamuHeHHOTo nHTepBana QT. [Tonck Mmyranmii B reHe
CAV3, m. (Long QT Syndrome, LQTS, LQT, Gene CAV3, Mut.)

1o 25

Kposb

10860

Cunpnpom ymmuHeHHOro nHTepBana QT. [Touck myranumii B reHe
KCNJ2, M. (Long QT Syndrome, LQTS, LQT, Gene KCNJ2, Mut.)

o 25

Kposs

16890




Cungpom ymunaenHoro unatepBana QT. [Touck myranmii B reHe
SCN4B, M. (Long QT Syndrome, LQTS, LQT, Gene SCN4B, Mut.)

1o 25

Kposs

20655

Cunnpom Yokepa-Bapoypr (CYB). ITouck myrarmii B reae FKRP, M.
(Walker-Warburg Syndrome, WWS, Gene FKRP, Mut.)

1o 25

Kposs

14370

Cunnpom Yokepa-Bapoypr (CYB). ITouck myrarmii B rene POMT],
M. (Walker-Warburg Syndrome, WWS, Gene POMT1, Mut.)

1o 34

Kposb

74190

Cunnpom Xwurnmnens-JInanay (nepedpo-peTHHO-BHCIEPaTbHBIH
anruomaros). [Touck myranuii B reae VHL, M. (Von Hippel-Lindau
Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome,
Gene VHL, Mut.)

o 25

Kposb

14370

Cunnpom Xwunnens-JInanay (uepedpo-peTHHO-BHCIEPaTbHBIH
anruomaros). Onpeznenenue uncna konui rera VHL, M. (Von Hippel-
Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

o 18

Kposb

15975

Cunpnpom Xonra-Opama (cuHIpOM pyka-cepare). [Touck myranuit B
rene TBXS, m. (Holt-Oram Syndrome, Gene TBXS5, Mut.)

o 25

Kposb

41250

Cunppom IlIBaxmana-/laiimonna. Ilouck myranuii B reae SBDS, M.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

o 25

Kposb

20655

Cunppom IlIBaxmana-/laiimonna. ITouck yacTbIX MyTaIuii B TeHe

SBDSI, 4. M. (Shwachman-Diamond Syndrome, Gene SBDSI1, Freq.

Mut.)

o 25

Kposb

6915

Cunzapom mmpokoro Bozxorpooaa npenasepust SLC26A4 m. (Large
Vestibular Aqueduct Syndrome, LVAS, Gene SLC26A4, Mut.)

1o 32

Kposb

67955

Cunppom Dnepca-/lamno, Tun VI. Ilonck gyacTeix MyTanuii B TeHe
PLOD, u. m. (Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq.
Mut.)

mo 18

Kposb

9915

Cunnpom Ickobapa. [Touck myranmit B rene CHRNG, M. (Escobar
Syndrome, Gene CHRNG, Mut.)

o 25

Kposb

33015

Cunnomunaxtwnus. [Touck myranmii B rere HOXD13, M.
(Synpolydactyly, Type 1, SPD1, Gene HOXD13, Mut.)

o 25

Kposb

16530

CkamrynoneporeanbHast Muonatus. [louck myranuii B rene FHL1, m.
(Scapuloperoneal Myopathy, SPM, Gene FHL1, Mut.)

1o 25

Kposb

33015

Ckomno3s ¢ mapanuaom B3opa. [lomnck myrarmii B reere ROBO3, M.
(Horizontal Gaze Palsy with Progressive Scoliosis, HGPPS, Gene
ROBO3, Mut.)

1o 34

Kposb

74190




CrnmHanbHas aMmuoTpodus ¢ mapanudom anadparMel. [Touck myranmii
B rene IGHMBP2, m. (Spinal Muscular Atrophy (SMA) with
Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

1o 34

Kposs

61830

CrnmnanbHast amuotpodwust tumsl I, 11, 111, IV. TTonck myranmii B rene
SMNI, m. (Spinal Muscular Atrophy, SMA, Type I, 11, III, IV, Gene
SMN1)

o 19

Kposb

9915

CrmaaneHas amuotpodus Tumet I, I1, 111, IV. Onpenencnue uncna
kxonwmii reHa (Spinal Muscular Atrophy, SMA, Type I, 11, III, IV, Copy
Number Variation)

o 18

Kposb

15975

CrnnanbHast amuotpodwust tunst 1, 11, 111, IV. TTonck myranmii B rene
SMNI1, M. (ToIBKO IPY HAJIMYKHU OJHOM Komuu reHa) (Spinal Muscular
Atrophy, SMA, Type I, 11, lI1, IV, Gene SMN1, Mut. (Only Presence
One Gene Copy) )

1o 25

Kposb

33015

CnnanbHast amuotpodust @unkens [ouck myranuii B rene VAPB, m
(Spinal Muscular Atrophy, SMA, Late-Onset, Finkel Type, Gene
VAPB, Mut.)

o 25

Kposb

24765

CnnHanbHas amuotpodust Gunkens. [Touck 4acTbIX MyTalii B TeHe
VAPB, u. m. (Spinal Muscular Atrophy, SMA, Late-Onset, Finkel
Type, Gene VAPB, Freq. Mut.)

o 25

Kposb

7590

CnuHanbHast amuotpodust, X-cueruieHnas. [louck myranuii B
«ropsiuux» yuactkax rena UBA1, «ropsa.» y4. M. (Spinal Muscular
Atrophy, SMA, X-Linked, Gene UBAL, Hot-Point Mut.)

o 25

Kposb

6915

CnHanbHO-Oynb0apHas amuorpodust Kennenu. [Touck yactbix
myranuii B rene AR, 4. M. (Kennedy Spinal and Bulbar Muscular
Atrophy, Gene AR, Freq. Mut.)

mo 18

Kposb

4965

CruHonepeberuisipHas atakcusi. [IOMCK JacThIX MyTaldii B TeHaX
ATXNI, ATXN2, ATXN3, u. m. (Spinocerebellar Ataxia, Genes
ATXN1, ATXN2, ATXN3, Freg. Mut.)

mo 18

Kposb

9915

CrmHonepeGeruisipaas atakcust. [IOMCK 9acThIX MyTalldii B TEHE
ATXN7, u. M. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

mo 18

Kposb

4965

CrmHonepeGeruisipaas atakcust. [IOMCK 9acThIX MyTalldii B TEHE
ATXNS, u. M. (Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.)

mo 18

Kposb

4965

CriorrHOpOpMHAs SHIE(DATONATHS ¢ HEHPOIICHXUIECKAMHU
nposiBineHusmu. [louck myranmit B reHe PRNP, M. (Spongiform
Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

1o 25

Kposb

14370

CrioHOIIoKOCTANBHEIA qu30cT03. [Tonck myranwit B rene DLL3, M.

(Spondylocostal Dysostosis, Gene DLL3, Mut.)

1o 25

Kposb

28890




Crnonnunosmmdusapnas aucrasus (CO/1). Iouck myranuii B reHe
Col2A1, M. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene
Col2A1, Mut.)

1o 43

Kposs

144195

Crnonnunosmmdusapnas aucrasus (CO/1). Iouck myranuii B reHe
TRAPPC2, m. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene
TRAPPC2, Mut.)

o 25

Kposb

16530

CyrmepakTuBHOCTH (ochopudozmwimupodochat cuaTeTassbl. [lonck
myraruid B reae PRPS1, M. (Phosphoribosylpyrophosphate Synthetase
Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

o 25

Kposb

28890

Topcuonnas nucronns, TOR1A wm. (Torsion Dystonia, Gene TORI1A,
Mut.)

1o 25

Kposb

20655

Topcuonnas nucronus. Iouck myranuii B rene GCHI1, m. (Torsion
Dystonia, Gene GCH1, Mut.)

1o 25

Kposb

24665

Topcuonnas guctonus. ITouck myranuii B rene PRRT2, m. (Torsion
Dystonia, Gene PRRT2, Mut. )

o 25

Kposb

16530

Topcuonnas guctonus. ITouck myranuii B rene SPR, M. (Torsion
Dystonia, Gene SPR, Mut. )

o 25

Kposb

13755

TpuxopunodananreansHblii cuaapom. [lTonck myrarmii B rene TRPS1,
M. (Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

o 25

Kposb

41250

Tpombonuronenus BpoxaeHHas. [Touck myranuit B rene MPL, M.
(Congenital Amegakaryocytic Thrombocytopenia, CAMT, Gene
MPL, Mut.)

o 25

Kposb

33015

@atanbHast ceMeliHasg nHcoMHus. [lonck myranuii B rene PRNP, M.
(Fatal Familial Insomnia, FFI, Gene PRNP, Mut.)

1o 25

Kposb

14370

Oenmnkeronypus. [Touck myranmit B rene PAH, m. (Phenylketonuria,
PKU, Gene PAH, Mut.)

1o 34

Kposb

49485

Oenunkeronypus. [Touck gacTeix myrtanuii B reae PAH, 4. M.
(Phenylketonuria, PKU, Gene PAH, Freq. Mut.)

1o 19

Kposb

16395

dubpoauciazus occuduimpyromias nporpeccupyromias. [Touck
MyTaIyii B «ropsanx» ydactkax reHa ACVRI, «ropsda.» yd. M.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-
Point Mut.)

o 25

Kposb

16530

Oubponucmnazus occuduiupyromas nporpeccupyromas. [lorck
MyTaiii 6e3 «ropstaux» ydactkoB reHa ACVRI, 6e3 «ropsd.» y4. M.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVRL1, without
Hot-Point Mut.)

1o 25

Kposb

28890

XoHapomuciia3us MeraduzapHas, Tun Mak-Kerocuka. [Tonck
mytanuii B rene RMRP, M. (Metaphyseal Chondrodysplasia,
McKusick Type, Gene RMRP, Mut.)

o 25

Kposs

6915




Xonapoaucmiasus ToueuHass Konpaau-Xronepmana. [louck myrarnmii
B rede EBP, M. (Chondrodysplasia Punctata, CDP, Conradi-
Hunermann Syndrome, Gene EBP, Mut.)

1o 25

Kposs

16530

XonapoxkaneiuHo3. ITouck myranuii B rene ANKH, M.
(Chondrocalcinosis, Calcium Pyrophosphate Dihydrate, CPPD, Gene
ANKH, Mut.)

1o 32

Kposb

49485

Xopes I'enrunrrona. [Touck gacteix MmyTtanuii B reHe [T15, 4. m.
(Chorea Huntington, Gene 1T15, Freq. Mut.)

o 18

Kposb

4965

XopuounnanpHas muctpodus. [Tonck myranmii B rene PRPH2, m.
(Choroidal Dystrophy, Gene PRPH2, Mut.)

o 25

Kposb

16890

Xopounepemus. [Touck myranuii B rene CHM, m. (Choroideremia,
CHM, Gene CHM, Mut.)

1o 34

Kposb

61830

XpoHunueckas rpaHyjaeMaTo3Has 6one3ns. [1ouck MyTaiuii B reHe
CYBB, M. (Chronic Granulomatous Disease, CGD, Gene CYBB,
Mut.)

1o 34

Kposb

49485

X-cueruieHHas arammarino0ynuHemust. [Touck myranuii B rene BTK,
M. (X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

1o 34

Kposb

74190

X-cueruieHHsli umponpoindepaTHBHBINA cHHIpOM (00JIe3Hb
Hynkana, cunapom Ilyptuinbo), XIAP M. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

o 25

Kposb

33015

X-cueruieHHsli umbonpoindepaTUBHBINA cHHIPOM (00Je3Hb
Hynkana, cuanpom Ilyptunso). Ilouck myranuii B reae SH2DI1A, m.
(X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A,
Mut.)

o 25

Kposb

16530

X-cueruieHHblid MOTOpHBIN HUcTarM. Ilonck myraunii B rene FRMD7,
M. (X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene
FRMD?7, Mut.)

mo 18

Kposb

49485

X-CUETUICHHBIH TSHKEeNbIH KOMOMHUPOBAHHBIN UMMYHOIE(UIIHT.
IMouck myrauwii B rene IL2RG, m. (X-Linked Severe Combined
Immunodeficiency, Gene IL2RG, Mut.)

1o 25

Kposb

16530

HentponykieapHast muonatus. [lorck myrarwii B rene DNM2, M.
(Centronuclear Myopathy, CNM, Gene DNM2, Mut.)

1o 32

Kposb

90660

Hentponykieaprast muonatus. [lonck myramnwmii B rene MTMI1, M.
(Centronuclear Myopathy, CNM, Gene MTM1, Mut.)

1o 34

Kposb

61830

LepebpooxymnodanmrockeneTHsiit cuaapoM. [Tonck MyTanuii B reHe
ERCC6, M. (Cerebrooculofacioskeletal Syndrome, COFS Syndrome,
Gene ERCC6, Mut.)

1o 34

Kposb

90660

DK30cT036I MHOXKECTBeHHBIC. [1onck myrtanuii B reae EXT1, m.
(Multiple Exostoses, Gene EXT1, Mut.)

1o 34

Kposb

49485

JK30cTO36 MHOXKECTBeHHBIC. [1onck myrtanuii B reae EXT2, m.
(Multiple Exostoses, Gene EXT2, Mut.)

1o 34

Kposs

61830




DKccynaTuBHasi BUTpeoXopeopeTuHaibHas nuctpodus. [Tonck
myranuii B rene NDP, M. (Familial Exudative Vitreoretinopathy,
FEVR, Gene NDP, Mut.)

1o 25

Kposs

10136

DKToziepMalbHas aHMHIPOTHYECKAs TUCIUTa3us. [[oMCK MyTaIuii B
reae EDA, M. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

o 25

Kposb

33015

DKrozepMaibHas THAPOTHYECKast quciuiasusi. [Touck Myranuii B rete
GJB6, m. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

o 25

Kposb

10860

OnuduzapHas aucIuIa3us, MHOKecTBeHHas. [Ionck yacTeIx MyTanuii B
rene COMP, 4. M. (Multiple Epiphysial Dysplasia, MED, Gene
COMP, Freg. Mut.)

1o 20

Kposb

6570

OnuduzapHas auciuia3us, MHOKecTBeHHas. [Touck myranuii B reHe
SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene
SLC26A2, Mut.)

1o 25

Kposb

24765

OputpoaepMusi BpokIeHHas NXTHO3Has (HeOymie3Has). Ilouck
mytanmii B reHe ALOXE3, M. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene ALOXE3, Mut.)

1o 34

Kposb

61830

OputpoaepMusi BpokIeHHas NXTHO3Has (HeOymie3Has). Ilouck
mytanmii B reHe LOX12B, M. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene LOX12B, Mut.)

o 25

Kposb

41250

OputpoaepMusi BpokIeHHas NXTHO3Has (HeOymie3Has). Ilouck
myranuii B rene TGM1, M. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene TGM1, Mut.)

o 25

Kposb

41250

Opurpokeparonepmus. [louck myranuii B reae GJB3, M.
(Erythrokeratodermia, Gene GJB3, Mut.)

o 25

Kposb

10136

Opurpokeparonepmus. [lonck myraruii B reae GJB4, M.
(Erythrokeratodermia, Gene GJB4, Mut.)

o 25

Kposb

9630

OPHUTPOIUTO3 PELIECCUBHBIN (CeMeiHas HacleICTBEHHAS
nonuiuremus). [Touck myranmii B rene VHL, M. (Autosomal
Recessive Erythrocytosis, Gene VHL, Mut.)

1o 25

Kposb

14370

DpUTPOIUTO3 PEICCCUBHBIN (ceMeiHass HaclleICTBEHHAS
monunuTemus). Ilonck yacteix myrarmii B reee VHL, 4. M.
(Autosomal Recessive Erythrocytosis, Gene VHL, Freg. Mut.)

mo 18

Kposb

4965

Onpenesienne 0MOJOTHYECKOr0 POACTBA B CeMbe:
OTHOBCTBA U MATEPUHCTBA

CpodHOE yCTaHOBIIEHUE OMOIIOTHIECKOTO POJICTBA ISl OXHOTO U3
pomureneii mpu 6eccriopHoM ponctse apyroro (3 gen.) (Urgent
Establishment of Biological Relationship for One Parent at
Indisputable Relationship of Another (3 Persons))

mo 11

BykkanbHbIN 301U TEINI

40305




YcTaHOBIIEHHE OHOIOTHYECKOTO POJICTBA IS OTHOTO M3 POIUTEICH
pu 6eccriopHOM pojcte apyroro (3 gen.) (Establishment of

Biological Relationship for One Parent at Indisputable Relationship of] Ao 13 ByswatbHEi omureni

Another (3 Persons)) 19155
Cpo4HOe yCTaHOBIICHHE OHOIOrMYECKOTr0 POJCTBA ISl OJJHOTO U3

pomuteneit mpu orcyrcTBum apyroro (2 gen.) (Urgent Establishment of] . .

Biological Relationship for One Parent in Absence of Another (2 Ao 11 BywicabHbii snurenii

Persons)) 40305
YcraHOBJIEHHE OHONOTHMYECKOrO POACTBA JUTS OHOTO M3 POMUTENeH

npu otrcyTcTBum apyroro (2 gen.) (Establishment of Biological qo 13 BykkanbHbIi sninTenui

Relationship for One Parent in Absence of Another (2 Persons)) 17145
JIOTIONHUTENBHBIN YIaCTHHUK UCCIeIOBaHUS (PEOCHOK MIIH MaTh HITH . .

orerr) (Additional research participant (child or mother or father)) Ao 13 BykkanbHell onuTenH 6075
HacaeacrBennbie 00J1e3HM 00MeHa BEeNIECTB Y

HOBOPOKAEHHBIX / CkpuHuHT "[lATOUuKa"

Ckpununr HoBopoxieHHbIX «[ISITOUKA» (Newborn Screening

"HEEL") Ao 12 Kposs 5520
I"azoBas xpoMarorpadust 00pa3oB MOUH (OPraHUYECKUE allUIypHH)

(Gas Chromatography of Urine (Organic Aciduria)) Ao 16 Mova 8805
OrnpesienieHre aKTUBHOCTH GHOTHHHIA3bI (HEIOCTATOYHOCTD

6uornnuaasel) (Biotin-Dependent Carboxylases Activity (Biotinidase | mo 12 Kposb

Deficiency)) 5310
B2XKX-MC-MC opranmueckux kuciot (cykuuamianeron) (HPLC-

MS/MS Organic Acids (Succinylate)) fo 12 Mova 3810
I'omorentusnnoBas kuciora (Homogentisic Acid) 10 12 Moua 3810
N-auerunacnaprar (N-Acetylaspartate) 10 12 Moua 3810
Oporosas kucnora (Orotic Acid) a0 12 Moua 3810
UYacras myramus B ree BTD (Hemoctarounocts 6uotrHMAass) (BTD

(Biotinidase Deficiency) Gene, Freq. Mut.) Ao 12 Kposn 5310
UYacras myranus B reae GCDH (tioyrapoas anmaypust tun 1) (GCDH

(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria, | mo 12 Kposb

Type 1)) 5310
[omnsrit anann3 rera GCDH (rmyrapoast anuaypus tun 1) (GCDH

(Glutaryl-CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1)) 7022 Kpose 42825
UYactere myrammu B reHe CBS (romonmcturypus) (CBS (Cystathionine 1012 Kposh

Beta-Synthase) Gene, Freq. Mut. (Homocystinuria))

11355




Yactrle MyTalnu (HeﬁHHHO3, 0OJIE3HD «C 3aI1aXOM KJIEHOBOI'O cHpoIia
moum», reasl BCKDHA, BCKDHB) (BCKDHA and BCKDHB
Genes, Freq. Mut. (Maple Syrup Urine Disease, MSUD))

mo 17

Kposs

22695

Yactuunsnii ananm3 reaa MUT (MetrnmanonoBast anuaypust) (MUT
Gene, Freq. Mut. (Methylmalonic Aciduria, MMA))

mo 17

Kposb

22695

Yacras myranus B ree HADHA (HemocTaTouHOCTH
JUTMHHOIeTIoYeYHO 3-runpokcnanmi-KoA-nerunporenassl) (HADHA
Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa Dehydrogenase
(LCHAD) Deficiency))

o 12

Kposb

5310

Yacras mytanus B reie ACADM (HenocTaTouHOCTh
CpeAHEIeTIOUeUHON AerAporeHassl KUpHbIX kucioT MCAD)
(ACADM Gene, Freg. Mut. (Medium-Chain Acyl-CoA
Dehydrogenase (MCAD) Deficiency))

o 12

Kposb

5310

[Momnuerit ananus reda OTC (HemTOCTaTOUHOCTD
opautHHTpanckapdammnassl) (OTC Gene (Ornithine
Transcarbamylase (OTC) Deficiency))

o 22

Kposb

40305

Yacrteie myranuu B reHe FAH (tuposunemus tun 1) (FAH Gene, Freq.
Mut. (Tyrosinemia, Type 1))

no 12

Kposb

8850

[onusrit ananu3 rena FAH (tupozunemust tun I) (FAH Gene
(Tyrosinemia, Type 1))

1o 22

Kposb

49364

Yactuunsiii ananus rena ASS (uutpyminaemus) (ASS Gene, Freq.
Mut. (Citrullinemia))

mo 12

Kposb

10095




